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     1
CCGGGCTGGT TGCCCTCGCC GCTGGGCTGG CGGCCGTCTA TGGCCCTGCA AACGCGCCAG


                                   NotI


                                 ~~~~~~~~

      61
AAACGCCGTC GAAGCCGTGT GCGAGACACC GCGGCCGCCG GCGTTGTGGA TACCTCGCGG

     121
AAAACTTGGC CCTCACTGAC AGATGAGGGG CGGACGTTGA CACTTGAGGG GCCGACTCAC

     181
CCGGCGCGGC GTTGACAGAT GAGGGGCAGG CTCGATTTCG GCCGGCGACG TGGAGCTGGC

     241
CAGCCTCGCA AATCGGCGAA AACGCCTGAT TTTACGCGAG TTTCCCACAG ATGATGTGGA

     301
CAAGCCTGGG GATAAGTGCC CTGCGGTATT GACACTTGAG GGGCGCGACT ACTGACAGAT

     361
GAGGGGCGCG ATCCTTGACA CTTGAGGGGC AGAGTGCTGA CAGATGAGGG GCGCACCTAT

     421
TGACATTTGA GGGGCTGTCC ACAGGCAGAA AATCCAGCAT TTGCAAGGGT TTCCGCCCGT

     481
TTTTCGGCCA CCGCTAACCT GTCTTTTAAC CTGCTTTTAA ACCAATATTT ATAAACCTTG

     541
TTTTTAACCA GGGCTGCGCC CTGTGCGCGT GACCGCGCAC GCCGAAGGGG GGTGCCCCCC

     601
CTTCTCGAAC CCTCCCGGCC CGCTAACGCG GGCCTCCCAT CCCCCCAGGG GCTGCGCCCC

     661
TCGGCCGCGA ACGGCCTCAC CCCAAAAATG GCAGCGCTGG CAGTCCTTGC CATTGCCGGG

     721
ATCGGGGCAG TAACGGGATG GGCGATCAGC CCGAGCGCGA CGCCCGGAAG CATTGACGTG

     781
CCGCAGGTGC TGGCATCGAC ATTCAGCGAC CAGGTGCCGG GCAGTGAGGG CGGCGGCCTG

     841
GGTGGCGGCC TGCCCTTCAC TTCGGCCGTC GGGGCATTCA CGGACTTCAT GGCGGGGCCG

     901
GCAATTTTTA CCTTGGGCAT TCTTGGCATA GTGGTCGCGG GTGCCGTGCT CGTGTTCGGG

     961
GGTGCGATAA ACCCAGCGAA CCATTTGAGG TGATAGGTAA GATTATACCG AGGTATGAAA

    1021
ACGAGAATTG GACCTTTACA GAATTACTCT ATGAAGCGCC ATATTTAAAA AGCTACCAAG

    1081
ACGAAGAGGA TGAAGAGGAT GAGGAGGCAG ATTGCCTTGA ATATATTGAC AATACTGATA


                                    SacI       SmaI


                                   ~~~~~~     ~~~~~~


                                               XmaI


                                              ~~~~~~


                                          KpnI


                                         ~~~~~~~

    1141
AGATAATATA TCTTTTATAT AGAAGATAAT TCGAGCTCGG TACCCGGGGA TCTTGGCAGG


                                                          NotI


                                                        ~~~~~~~~

    1201
ATATATTGTG GTGTAACGTT ATCAACAAGT TTGTACAAAA AAGCAGGCTC CGCGGCCGCC

    1261
CCCTTCACCC TAGACTCGAC GCGTCCTAGA GATCCGTCAA CATGGTGGAG CACGACACTC

    1321
TCGTCTACTC CAAGAATATC AAAGATACAG TCTCAGAAGA CCAAAGGGCT ATTGAGACTT

    1381
TTCAACAAAG GGTAATATCG GGAAACCTCC TCGGATTCCA TTGCCCAGCT ATCTGTCACT

    1441
TCATCAAAAG GACAGTAGAA AAGGAAGGTG GCACCTACAA ATGCCATCAT TGCGATAAAG

    1501
GAAAGGCTAT CGTTCAAGAT GCCTCTGCCG ACAGTGGTCC CAAAGATGGA CCCCCACCCA

    1561
CGAGGAGCAT CGTGGAAAAA GAAGACGTTC CAACCACGTC TTCAAAGCAA GTGGATTGAT

    1621
GTGATATCTC CACTGACGTA AGGGATGACG CACAATCCCA CTATCCTTCG CAAGACCCTT

    1681
CCTCTATATA AGGAAGTTCA TTTCATTTGG AGAGGACGAC CCCGATATGA AAAAGCCTGA

    1741
ACTCACCGCG ACGTCTGTCG AGAAGTTTCT GATCGAAAAG TTCGACAGCG TCTCCGACCT

    1801
GATGCAGCTC TCGGAGGGCG AAGAATCTCG TGCTTTCAGC TTCGATGTAG GAGGGCGTGG

    1861
ATATGTCCTG CGGGTAAATA GCTGCGCCGA TGGTTTCTAC AAAGATCGTT ATGTTTATCG


                                                     EcoRI


                                                     ~~~~~~~

    1921
GCACTTTGCA TCGGCCGCGC TCCCGATTCC GGAAGTGCTT GACATTGGGG AATTCAGCGA

    1981
GAGCCTGACC TATTGCATCT CCCGCCGTGC ACAGGGTGTC ACGTTGCAAG ACCTGCCTGA

    2041
AACCGAACTG CCCGCTGTTC TGCAGGTAAA TTTCTAGTTT TTCTCCTTCA TTTTCTTGGT

    2101
TAGGACCCTT TTCTCTTTTT ATTTTTTTGA GCTTTGATCT TTCTTTAAAC TGATCTATTT

    2161
TTTAATTGAT TGGTTATGGT GTAAATATTA CATAGCTTTA ACTGATAATC TGATTACTTT


                                                              PvuI


                                                              ~~~

    2221
ATTTCGTGTG TCTATGATGA TGATGATAAC TGCAGCCGGT CGCGGAGGCC ATGGATGCGA


PvuI


~~~

    2281
TCGCTGCGGC CGATCTTAGC CAGACGAGCG GGTTCGGCCC ATTCGGACCG CAAGGAATCG

    2341
GTCAATACAC TACATGGCGT GATTTCATAT GCGCGATTGC TGATCCCCAT GTGTATCACT

    2401
GGCAAACTGT GATGGACGAC ACCGTCAGTG CGTCCGTCGC GCAGGCTCTC GATGAGCTGA

    2461
TGCTTTGGGC CGAGGACTGC CCCGAAGTCC GGCACCTCGT GCACGCGGAT TTCGGCTCCA

    2521
ACAATGTCCT GACGGACAAT GGCCGCATAA CAGCGGTCAT TGACTGGAGC GAGGCGATGT

    2581
TCGGGGATTC CCAATACGAG GTCGCCAACA TCTTCTTCTG GAGGCCGTGG TTGGCTTGTA

    2641
TGGAGCAGCA GACGCGCTAC TTCGAGCGGA GGCATCCGGA GCTTGCAGGA TCGCCGCGGC

    2701
TCCGGGCGTA TATGCTCCGC ATTGGTCTTG ACCAACTCTA TCAGAGCTTG GTTGACGGCA

    2761
ATTTCGATGA TGCAGCTTGG GCGCAGGGTC GATGCGACGC AATCGTCCGA TCCGGAGCCG

    2821
GGACTGTCGG GCGTACACAA ATCGCCCGCA GAAGCGCGGC CGTCTGGACC GATGGCTGTG

    2881
TAGAAGTACT CGCCGATAGT GGAAACCGAC GCCCCAGCAC TCGTCCGAGG GCAAAGGAAT


                  BamHI      SacI             PvuI


                  ~~~~~~~   ~~~~~~~          ~~~~~~

    2941
AGAGTAGATG CCGACCGGGA TCCGGAGAGC TCGAATTTCC CCGATCGTTC AAACATTTGG

    3001
CAATAAAGTT TCTTAAGATT GAATCCTGTT GCCGGTCTTG CGATGATTAT CATATAATTT

    3061
CTGTTGAATT ACGTTAAGCA TGTAATAATT AACATGTAAT GCATGACGTT ATTTATGAGA

    3121
TGGGTTTTTA TGATTAGAGT CCCGCAATTA TACATTTAAT ACGCGATAGA AAACAAAATA


                                                              EcoRI


                                                              ~~~

    3181
TAGCGCGCAA ACTAGGATAA ATTATCGCGC GCGGTGTCAT CTATGTTACT AGATCGGGAA


EcoRI


~~~

    3241
TTCATCGATG ATATCAGATC AAGGGTGGGC GCGCCGACCC AGCTTTCTTG TACAAAGTGG

    3301
TTGATCCTTG ACAGGATATA TTGGCGGGTA AACTAAGTCG CTGTATGTGT TTGTTTGAGA


    XbaI


   ~~~~~~


          SalI               HindIII


         ~~~~~~~             ~~~~~~~

    3361
TCCTCTAGAG TCGACCTGCA GGCATGCAAG CTTGAGTATT CTATAGTGTC ACCTAAATAG

    3421
CTTGGCGTAA TCATGGTCAT AGCTGTTTCC TGTGTGAAAT TGTTATCCGC TCACAATTCC

    3481
ACACAACATA CGAGCCGGAA GCATAAAGTG TAAAGCCTGG GGTGCCTAAT GAGTGAGCTA

    3541
ACTCACATTA ATTGCGTTGC GCTCACTGCC CGCTTTCCAG TCGGGAAACC TGTCGTGCCA

    3601
GCTGCATTAA TGAATCGGCC AACGCGCGGG GAGAGGCGGT TTGCGTATTG GGCGCTCTTC

    3661
CGCTTCCTCG CTCACTGACT CGCTGCGCTC GGTCGTTCGG CTGCGGCGAG CGGTATCAGC

    3721
TCACTCAAAG GCGGTAATAC GGTTATCCAC AGAATCAGGG GATAACGCAG GAAAGAACAT

    3781
GAATTAATTC TCATGTTTGA CAGCTTATCA TCGATTAGCT TTAATGCGGT AGTTTATCAC

    3841
AGTTAAATTG CTAACGCAGT CAGGCACCGT GTATGAAATC TAACAATGCG CTCATCGTCA

    3901
TCCTCGGCAC CGTCACCCTG GATGCTGTAG GCATAGGCTT GGTTATGCCG GTACTGCCGG

    3961
GCCTCTTGCG GGATATCGTC CATTCCGACA GCATCGCCAG TCACTATGGC GTGCTGCTAG

    4021
CGCTATATGC GTTGATGCAA TTTCTATGCG CACCCGTTCT CGGAGCACTG TCCGACCGCT

    4081
TTGGCCGCCG CCCAGTCCTG CTCGCTTCGC TACTTGGAGC CACTATCGAC TACGCGATCA

    4141
TGGCGACCAC ACCCGTCCTG TGGATTCTCT ACGCCGGACG CATCGTGGCC GGCATCACCG

    4201
GCGCCACAGG TGCGGTTGCT GGCGCCTATA TCGCCGACAT CACCGATGGG GAAGATCGGG

    4261
CTCGCCACTT CGGGCTCATG AGCGCTTGTT TCGGCGTGGG TATGGTGGCA GGCCCCGTGG

    4321
CCGGGGGACT GTTGGGCGCC ATCTCCTTAC ATGCACCATT CCTTGCGGCG GCGGTGCTCA

    4381
ACGGCCTCAA CCTACTACTG GGCTGCTTCC TAATGCAGGA GTCGCATAAG GGAGAGCGCC

    4441
GACCGATGCC CTTGAGAGCC TTCAACCCAG TCAGCTCCTT CCGGTGGGCG CGGGGCATGA

    4501
CTATCGTCGC CGCACTTATG ACTGTCTTCT TTATCATGCA ACTCGTAGGA CAGGTGCCGG

    4561
CAGCGCTCTG GGTCATTTTC GGCGAGGACC GCTTTCGCTG GAGCGCGACG ATGATCGGCC

    4621
TGTCGCTTGC GGTATTCGGA ATCTTGCACG CCCTCGCTCA AGCCTTCGTC ACTGGTCCCG

    4681
CCACCAAACG TTTCGGCGAG AAGCAGGCCA TTATCGCCGG CATGGCGGCC GACGCGCTGG

    4741
GCTACGTCTT GCTGGCGTTC GCGACGCGAG GCTGGATGGC CTTCCCCATT ATGATTCTTC

    4801
TCGCTTCCGG CGGCATCGGG ATGCCCGCGT TGCAGGCCAT GCTGTCCAGG CAGGTAGATG

    4861
ACGACCATCA GGGACAGCTT CAAGGATCGC TCGCGGCTCT TACCAGCCTA ACTTCGATCA

    4921
CTGGACCGCT GATCGTCACG GCGATTTATG CCGCCTCGGC GAGCACATGG AACGGGTTGG

    4981
CATGGATTGT AGGCGCCGCC CTATACCTTG TCTGCCTCCC CGCGTTGCGT CGCGGTGCAT

    5041
GGAGCCGGGC CACCTCGACC TGAATGGAAG CCGGCGGCAC CTCGCTAACG GATTCACCAC

    5101
TCCAAGAATT GGAGCCAATC AATTCTTGCG GAGAACTGTG AATGCGCAAA CCAACCCTTG

    5161
ATCGGGGAAG AACAGTATGT CGAGCTATTT TTTGACTTAC TGGGGATCAA GCCTGATTGG

    5221
GAGAAAATAA AATATTATAT TTTACTGGAT GAATTGTTTT AGTACCTAGA TGTGGCGCAA

    5281
CGATGCCGGC GACAAGCAGG AGCGCACCGA CTTCTTCCGC ATCAAGTGTT TTGGCTCTCA

    5341
GGCCGAGGCC CACGGCAAGT ATTTGGGCAA GGGGTCGCTG GTATTCGTGC AGGGCAAGAT

    5401
TCGGAATACC AAGTACGAGA AGGACGGCCA GACGGTCTAC GGGACCGACT TCATTGCCGA

    5461
TAAGGTGGAT TATCTGGACA CCAAGGCACC AGGCGGGTCA AATCAGGAAT AAGGGCACAT

    5521
TGCCCCGGCG TGAGTCGGGG CAATCCCGCA AGGAGGGTGA ATGAATCGGA CGTTTGACCG

    5581
GAAGGCATAC AGGCAAGAAC TGATCGACGC GGGGTTTTCC GCCGAGGATG CCGAAACCAT

    5641
CGCAAGCCGC ACCGTCATGC GTGCGCCCCG CGAAACCTTC CAGTCCGTCG GCTCGATGGT

    5701
CCAGCAAGCT ACGGCCAAGA TCGAGCGCGA CAGCGTGCAA CTGGCTCCCC CTGCCCTGCC

    5761
CGCGCCATCG GCCGCCGTGG AGCGTTCGCG TCGTCTCGAA CAGGAGGCGG CAGGTTTGGC

    5821
GAAGTCGATG ACCATCGACA CGCGAGGAAC TATGACGACC AAGAAGCGAA AAACCGCCGG

    5881
CGAGGACCTG GCAAAACAGG TCAGCGAGGC CAAGCAGGCC GCGTTGCTGA AACACACGAA

    5941
GCAGCAGATC AAGGAAATGC AGCTTTCCTT GTTCGATATT GCGCCGTGGC CGGACACGAT

    6001
GCGAGCGATG CCAAACGACA CGGCCCGCTC TGCCCTGTTC ACCACGCGCA ACAAGAAAAT

    6061
CCCGCGCGAG GCGCTGCAAA ACAAGGTCAT TTTCCACGTC AACAAGGACG TGAAGATCAC

    6121
CTACACCGGC GTCGAGCTGC GGGCCGACGA TGACGAACTG GTGTGGCAGC AGGTGTTGGA

    6181
GTACGCGAAG CGCACCCCTA TCGGCGAGCC GATCACCTTC ACGTTCTACG AGCTTTGCCA

    6241
GGACCTGGGC TGGTCGATCA ATGGCCGGTA TTACACGAAG GCCGAGGAAT GCCTGTCGCG

    6301
CCTACAGGCG ACGGCGATGG GCTTCACGTC CGACCGCGTT GGGCACCTGG AATCGGTGTC

    6361
GCTGCTGCAC CGCTTCCGCG TCCTGGACCG TGGCAAGAAA ACGTCCCGTT GCCAGGTCCT

    6421
GATCGACGAG GAAATCGTCG TGCTGTTTGC TGGCGACCAC TACACGAAAT TCATATGGGA

    6481
GAAGTACCGC AAGCTGTCGC CGACGGCCCG ACGGATGTTC GACTATTTCA GCTCGCACCG

    6541
GGAGCCGTAC CCGCTCAAGC TGGAAACCTT CCGCCTCATG TGCGGATCGG ATTCCACCCG

    6601
CGTGAAGAAG TGGCGCGAGC AGGTCGGCGA AGCCTGCGAA GAGTTGCGAG GCAGCGGCCT

    6661
GGTGGAACAC GCCTGGGTCA ATGATGACCT GGTGCATTGC AAACGCTAGG GCCTTGTGGG

    6721
GTCAGTTCCG GCTGGGGGTT CAGCAGCCAG CGCTTTACTG GCATTTCAGG AACAAGCGGG

    6781
CACTGCTCGA CGCACTTGCT TCGCTCAGTA TCGCTCGGGA CGCACGGCGC GCTCTACGAA

    6841
CTGCCGATAA ACAGAGGATT AAAATTGACA ATTGTGATTA AGGCTCAGAT TCGACGGCTT

    6901
GGAGCGGCCG ACGTGCAGGA TTTCCGCGAG ATCCGATTGT CGGCCCTGAA GAAAGCTCCA

    6961
GAGATGTTCG GGTCCGTTTA CGAGCACGAG GAGAAAAAGC CCATGGAGGC GTTCGCTGAA

    7021
CGGTTGCGAG ATGCCGTGGC ATTCGGCGCC TACATCGACG GCGAGATCAT TGGGCTGTCG

    7081
GTCTTCAAAC AGGAGGACGG CCCCAAGGAC GCTCACAAGG CGCATCTGTC CGGCGTTTTC

    7141
GTGGAGCCCG AACAGCGAGG CCGAGGGGTC GCCGGTATGC TGCTGCGGGC GTTGCCGGCG

    7201
GGTTTATTGC TCGTGATGAT CGTCCGACAG ATTCCAACGG GAATCTGGTG GATGCGCATC

    7261
TTCATCCTCG GCGCACTTAA TATTTCGCTA TTCTGGAGCT TGTTGTTTAT TTCGGTCTAC

    7321
CGCCTGCCGG GCGGGGTCGC GGCGACGGTA GGCGCTGTGC AGCCGCTGAT GGTCGTGTTC

    7381
ATCTCTGCCG CTCTGCTAGG TAGCCCGATA CGATTGATGG CGGTCCTGGG GGCTATTTGC

    7441
GGAACTGCGG GCGTGGCGCT GTTGGTGTTG ACACCAAACG CAGCGCTAGA TCCTGTCGGC

    7501
GTCGCAGCGG GCCTGGCGGG GGCGGTTTCC ATGGCGTTCG GAACCGTGCT GACCCGCAAG

    7561
TGGCAACCTC CCGTGCCTCT GCTCACCTTT ACCGCCTGGC AACTGGCGGC CGGAGGACTT

    7621
CTGCTCGTTC CAGTAGCTTT AGTGTTTGAT CCGCCAATCC CGATGCCTAC AGGAACCAAT

    7681
GTTCTCGGCC TGGCGTGGCT CGGCCTGATC GGAGCGGGTT TAACCTACTT CCTTTGGTTC

    7741
CGGGGGATCT CGCGACTCGA ACCTACAGTT GTTTCCTTAC TGGGCTTTCT CAGCCCCAGA

    7801
TCGATCCTTG ACCAAGCCAA GCGTAGCGTT GGCCTGGTCA AGTCGGAGGG GGGCCGATGC

    7861
GAGCGCCCTT GCCGGGTGCG CGGGTGACAT GCAGGCGTGT GGATTTGATG CGCAGGCATT

    7921
CGCCGTCATC TTCGATGCAG TCGCTTGCCT CGGGATAGAC AATCAACACT TCGCGTAGGC

    7981
GCTTTTTGAA GTTGTATTTG AAGCTGGCGA GTGCTGCCCG CTCTGCCCGC TCTCGGGCCT

    8041
TATCGTCCAG TTCGGGCGAG TTGCGTGCGC GGCTGCCATA GGATGAGCCG AATTGCGCTT

    8101
GCAGGGCGAC CCAAGGGATT TGCACGAAGG GGCGGCCCTT GGCCCGCAAC AGGAACACGC

    8161
GATAGGTCAG CCACGTGTAA ATGTCCATCG CAAGCGGAGA CTGCCGCAAG GCGTGCAGGT

    8221
AGTCGATTCG GATAGGAACC GGTGAGCGGG TGACTTCCTC GAAGAAATCG CCTGTGAGGG

    8281
TGAGGGTGCT ATCCCATAGC GCCCGATCTT CTGGCCGCTT GGGATTCCAG AATAGAAAAG

    8341
CGCGCTTGGC AATGACGACG TTCTCAATGC CGAAGTCATT GCCTTGCTCG CCGGCAAGCG

    8401
AAATCATGGA TGAAAACAGG CGTTGCGCCT GATTGCGAAG GGTGGCCGTG TAACGGCCAT

    8461
CGGTGTGCAT TCCGAGCCTT TGTAGAAATT CCGATTGCGA CCGGCCAAGG TTCAACACGG

    8521
GGTCTTTCGT TCGCACGGCC TCGGTGCATA TCCAAGCAAG CAAGGTGCGC GGCATAGAAC

    8581
CGTAGGGCAG GCCGATGCTC GGCTTGCCCA TGATCGACAA GGTGACGATG CCATTGGTGC

    8641
GCTCAAAGTA GCTGGTCTTG GGGTCGGTGT GGGGCATGGT CGCTTGCACA AGGCAACGGG

    8701
CCATGTAGCC GACTAAGCCA GCTTCGCGGG CATCCTCCAT TTCGAGCGCG AGGCTCGTCT

    8761
TGATGATCTC GTTGATACGA TGGCCGGGGG CTTTGTTGTT CTTAGGCATG TTGTTCCCTC

    8821
CCCGGCATGG TGATGGTTGG TCTAGTGTTT GTGGGTTTGA TGTTCCGGCG TTTGATGAAC

    8881
AGGCGCAAGG TGTGAGGGCT GACGCCTAAC AACTCGGCTG CGCGACTTTG CGGCAAGCCA

    8941
AGGTTCACGT ATGCCTGTAC TTCATCAATA CGGCTGTCCA GCTTCAAGGC GCTCGATTTG

    9001
CTGCCCTTGG GTCGCCCGAG CGTCTTGCCG CGCTCTCTGG CGACTTGTAG CGCCTCGGTG

    9061
GTACGTGCCT GAATGAAATG CCGCTCGATC CTCTAGGATC TGGCGCCGGC CAGCGAGACG

    9121
AGCAAGATTG GCCGCCGCCC GAAACGATCC GACAGCGCGC CCAGCACAGG TGCGCAGGCA

    9181
AATTGCACCA ACGCATACAG CGCCAGCAGA ATGCCATAGT GGGCGGTGAC GTCGTTCGAG

    9241
TGAACCAGAT CGCGCAGGAG GCCCGGCAGC ACCGGCATAA TCAGGCCGAT GCCGACAGCG

    9301
TCGAGCGCGA CAGTGCTCAG AATTACGATC AGGGGTATGT TGGGTTTCAC GTCTGGCCTC

    9361
CGGACCAGCC TCCGCTGGTC CGATTGAACG CGCGGATTCT TTATCACTGA TAAGTTGGTG

    9421
GACATATTAT GTTTATCAGT GATAAAGTGT CAAGCATGAC AAAGTTGCAG CCGAATACAG

    9481
TGATCCGTGC CGCCCTGGAC CTGTTGAACG AGGTCGGCGT AGACGGTCTG ACGACACGCA

    9541
AACTGGCGGA ACGGTTGGGG GTTCAGCAGC CGGCGCTTTA CTGGCACTTC AGGAACAAGC

    9601
GGGCGCTGCT CGACGCACTG GCCGAAGCCA TGCTGGCGGA GAATCATACG CATTCGGTGC

    9661
CGAGAGCCGA CGACGACTGG CGCTCATTTC TGATCGGGAA TGCCCGCAGC TTCAGGCAGG

    9721
CGCTGCTCGC CTACCGCGAT GGCGCGCGCA TCCATGCCGG CACGCGACCG GGCGCACCGC

    9781
AGATGGAAAC GGCCGACGCG CAGCTTCGCT TCCTCTGCGA GGCGGGTTTT TCGGCCGGGG

    9841
ACGCCGTCAA TGCGCTGATG ACAATCAGCT ACTTCACTGT TGGGGCCGTG CTTGAGGAGC

    9901
AGGCCGGCGA CAGCGATGCC GGCGAGCGCG GCGGCACCGT TGAACAGGCT CCGCTCTCGC

    9961
CGCTGTTGCG GGCCGCGATA GACGCCTTCG ACGAAGCCGG TCCGGACGCA GCGTTCGAGC

   10021
AGGGACTCGC GGTGATTGTC GATGGATTGG CGAAAAGGAG GCTCGTTGTC AGGAACGTTG

   10081
AAGGACCGAG AAAGGGTGAC GATTGATCAG GACCGCTGCC GGAGCGCAAC CCACTCACTA

   10141
CAGCAGAGCC ATGTAGACAA CATCCCCTCC CCCTTTCCAC CGCGTCAGAC GCCCGTAGCA

   10201
GCCCGCTACG GGCTTTTTCA TGCCCTGCCC TAGCGTCCAA GCCTCACGGC CGCGCTCGGC

   10261
CTCTCTGGCG GCCTTCTGGC GCTCTTCCGC TTCCTCGCTC ACTGACTCGC TGCGCTCGGT

   10321
CGTTCGGCTG CGGCGAGCGG TATCAGCTCA CTCAAAGGCG GTAATACGGT TATCCACAGA

   10381
ATCAGGGGAT AACGCAGGAA AGAACATGTG AGCAAAAGGC CAGCAAAAGG CCAGGAACCG

   10441
TAAAAAGGCC GCGTTGCTGG CGTTTTTCCA TAGGCTCCGC CCCCCTGACG AGCATCACAA

   10501
AAATCGACGC TCAAGTCAGA GGTGGCGAAA CCCGACAGGA CTATAAAGAT ACCAGGCGTT

   10561
TCCCCCTGGA AGCTCCCTCG TGCGCTCTCC TGTTCCGACC CTGCCGCTTA CCGGATACCT

   10621
GTCCGCCTTT CTCCCTTCGG GAAGCGTGGC GCTTTTCCGC TGCATAACCC TGCTTCGGGG

   10681
TCATTATAGC GATTTTTTCG GTATATCCAT CCTTTTTCGC ACGATATACA GGATTTTGCC

   10741
AAAGGGTTCG TGTAGACTTT CCTTGGTGTA TCCAACGGCG TCAGCCGGGC AGGATAGGTG

   10801
AAGTAGGCCC ACCCGCGAGC GGGTGTTCCT TCTTCACTGT CCCTTATTCG CACCTGGCGG

   10861
TGCTCAACGG GAATCCTGCT CTGCGAGGCT GGCCGGCTAC CGCCGGCGTA ACAGATGAGG

   10921
GCAAGCGGAT GGCTGATGAA ACCAAGCCAA CCAGGAAGGG CAGCCCACCT ATCAAGGTGT

   10981
ACTGCCTTCC AGACGAACGA AGAGCGATTG AGGAAAAGGC GGCGGCGGCC GGCATGAGCC

   11041
TGTCGGCCTA CCTGCTGGCC GTCGGCCAGG GCTACAAAAT CACGGGCGTC GTGGACTATG

   11101
AGCACGTCCG CGAGCTGGCC CGCATCAATG GCGACCTGGG CCGCCTGGGC GGCCTGCTGA

   11161
AACTCTGGCT CACCGACGAC CCGCGCACGG CGCGGTTCGG TGATGCCACG ATCCTCGCCC

   11221
TGCTGGCGAA GATCGAAGAG AAGCAGGACG AGCTTGGCAA GGTCATGATG GGCGTGGTCC

   11281
GCCCGAGGGC AGAGCCATGA CTTTTTTAGC CGCTAAAACG GCCGGGGGGT GCGCGTGATT

   11341
GCCAAGCACG TCCCCATGCG CTCCATCAAG AAGAGCGACT TCGCGGAGCT GGTGAAGTAC

   11401
ATCACCGACG AGCAAGGCAA GACCGAGCGC CTTTGCGACG CTCA
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