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      1
AGCCTGGCGA ACAGTTCGGC TGGCGCGAGC CCCTGATGCT CTTCGTCCAG ATCATCCTGA

      61
TCGACAAGAC CGGCTTCCAT CCGAGTACGT CCTCGCTCGA TGCGATGTTT CGCTTGGTGG

     121
TCGAATGGGC AGGTAGCCGG ATCAAGCGTA TGCAGCCGCC GCATTGCATC AGCCATGATG

     181
GATACTTTCT CGGCAGGAGC AAGGTGAGAT GACAGGAGAT CCTGCCCCGG CACTTCGCCC

     241
AATAGCAGCC AGTCCCTTCC CGCTTCAGTG ACAACGTCGA GCACAGCTGC GCAAGGAACG

     301
CCCGTCGTGG CCAGCCACGA TAGCCGCGCT GCCTCGTCTT GGAGTTCATT CAGGGCACCG

     361
GACAGGTCGG TCTTGACAAA AAGAACCGGG CGCCCCTGCG CTGACAGCCG GAACACGGCG

     421
GCATCAGAGC AGCCGATTGT CTGTTGTGCC CAGTCATAGC CGAATAGCCT CTCCACCCAA

     481
GCGGCCGGAG AACCTGCGTG CAATCCATCT TGTTCAATCA TGCCTCGATC GAGTTGAGAG

     541
TGAATATGAG ACTCTAATTG GATACCGAGG GGAATTTATG GAACGTCAGT GGAGCATTTT

     601
TGACAAGAAA TATTTGCTAG CTGATAGTGA CCTTAGGCGA CTTTTGAACG CGCAATAATG

     661
GTTTCTGACG TATGTGCTTA GCTCATTAAA CTCCAGAAAC CCGCGGCTGA GTGGCTCCTT

     721
CAACGTTGCG GTTCTGTCAG TTCCAAACGT AAAACGGCTT GTCCCGCGTC ATCGGCGGGG

     781
GTCATAACGT GACTCCCTTA ATTCTCATGT ATCGATAACA TTAACGTTTA CAATTTCGCG

     841
CCATTCGCCA TTCAGGCTGC GCAACTGTTG GGAAGGGCGA TCGGTGCGGG CCTCTTCGCT

     901
ATTACGCCAG CTGGCGAAAG GGGGATGTGC TGCAAGGCGA TTAAGTTGGG TAACGCCAGG

     961
GTTTTCCCAG TCACGACGTT GTAAAACGAC GGCCAGTGAA TTGTAATACG ACTCACTATA


            KpnI                                  HindIII


           ~~~~~~                                 ~~~~~~~


                  ApaI      XhoI                         EcoRV


                 ~~~~~~~   ~~~~~~~                       ~~~~~~

    1021
GGGCGAATTG GGTACCGGGC CCCCCCTCGA GGTCGACGGT ATCGATAAGC TTGATATCGT

    1081
ACCCCTACTC CAAAAATGTC AAAGATACAG TCTCAGAAGA CCAAAGGGCT ATTGAGACTT

    1141
TTCAACAAAG GGTAATTTCG GGAAACCTCC TCGGATTCCA TTGCCCAGCT ATCTGTCACT

    1201
TCATCGAAAG GACAGTAGAA AAGGAAGGTG GCTCCTACAA ATGCCATCAT TGCGATAAAG

    1261
GAAAGGCTAT CATTCAAGAT GCCTCTGCCG ACAGTGGTCC CAAAGATGGA CCCCCACCCA

    1321
CGAGGAGCAT CGTGGAAAAA GAAGACGTTC CAACCACGTC TTCAAAGCAA GTGGATTGAT

    1381
GTGACATCTC CACTGACGTA AGGGATGACG CACAATCCCA CTATCCTTCG CAAGACCCTT


                                              HindIII     XbaI


                                              ~~~~~~     ~~~~~~

    1441
CCTCTATATA AGGAAGTTCA TTTCATTTGG AGAGGACAGC CCAAGCTTCG ACTCTAGATC

    1501
GAATTATCAC AAGTTTGTAC AAAAAAGCTG AACGAGAAAC GTAAAATGAT ATAAATATCA

    1561
ATATATTAAA TTAGATTTTG CATAAAAAAC AGACTACATA ATACTGTAAA ACACAACATA

    1621
TCCAGTCACT ATGGCGGCCG CATTAGGCAC CCCAGGCTTT ACACTTTATG CTTCCGGCTC

    1681
GTATAATGTG TGGATTTTGA GTTAGGATCC GGCTTACTAA AAGCCAGATA ACAGTATGCG

    1741
TATTTGCGCG CTGATTTTTG CGGTATAAGA ATATATACTG ATATGTATAC CCGAAGTATG

    1801
TCAAAAAGAG GTATGCTATG AAGCAGCGTA TTACAGTGAC AGTTGACAGC GACAGCTATC

    1861
AGTTGCTCAA GGCATATATG ATGTCAATAT CTCCGGTCTG GTAAGCACAA CCATGCAGAA

    1921
TGAAGCCCGT CGTCTGCGTG CCGAACGCTG GAAAGCGGAA AATCAGGAAG GGATGGCTGA

    1981
GGTCGCCCGG TTTATTGAAA TGAACGGCTC TTTTGCTGAC GAGAACAGGG GCTGGTGAAA

    2041
TGCAGTTTAA GGTTTACACC TATAAAAGAG AGAGCCGTTA TCGTCTGTTT GTGGATGTAC


                       XmaI


                      ~~~~~~


                       SmaI


                      ~~~~~~

    2101
AGAGTGATAT TATTGACACG CCCGGGCGAC GGATGGTGAT CCCCCTGGCC AGTGCACGTC

    2161
TGCTGTCAGA TAAAGTCTCC CGTGAACTTT ACCCGGTGGT GCATATCGGG GATGAAAGCT

    2221
GGCGCATGAT GACCACCGAT ATGGCCAGTG TGCCGGTCTC CGTTATCGGG GAAGAAGTGG

    2281
CTGATCTCAG CCACCGCGAA AATGACATCA AAAACGCCAT TAACCTGATG TTCTGGGGAA


                                     PstI


                                    ~~~~~~

    2341
TATAAATGTC AGGCTCCCTT ATACACAGCC AGTCTGCAGG TCGACCATAG TGACTGGATA

    2401
TGTTGTGTTT TACAGTATTA TGTAGTCTGT TTTTTATGCA AAATCTAATT TAATATATTG

    2461
ATATTTATAT CATTTTACGT TTCTCGTTCA GCTTTCTTGT ACAAAGTGGT GATTAGAGCG

    2521
GCCGCCACCG CGGTGGCTAG AGGATCAATT CGATTCGGTC CTGAATCACC AAAGATATGC

    2581
AAAATGCATA TAAATAAAAC ATTAAGCATT GGCGATTATT GCTCAGTTGT AGAATGAAGT

    2641
AACTTTAAGA GTTGAAGACA ATTGTTCCAG TGGCATACAA CGATGAATCA CTAGGATCCC


            SnaBI


            ~~~~~~

    2701
CAATTCGATT GTACGTAAGT TCTGCTTCTA CCTTTGATAT ATATATAATA ATTATCATTA

    2761
ATTAGTAGTA ATATAATATT TCAAATATTT TTTTCAAAAT AAAAGAATGT AGTATATAGC

    2821
AATTGCTTTT CTGTAGTTTA TAAGTGTGTA TATTTTAATT TATAACTTTT CTAATATATG

    2881
ACCAAAATTT GTTGATGTGC AGGTATCAAT CACTAGCCAC CGCGGTGGCG GCCGCTCTAA

    2941
TCACCACTTT GTACAAGAAA GCTGAACGAG AAACGTAAAA TGATATAAAT ATCAATATAT

    3001
TAAATTAGAT TTTGCATAAA AAACAGACTA CATAATGCTG TAAAACACAA CATATCCAGT


               PstI


              ~~~~~~

    3061
CACTATGGTC GACCTGCAGA CTGGCTGTGT ATAAGGGAGC CTGACATTTA TATTCCCCAG

    3121
AACATCAGGT TAATGGCGTT TTTGATGTCA TTTTCGCGGT GGCTGAGATC AGCCACTTCT

    3181
TCCCCGATAA CGGAGACCGG CACACTGGCC ATATCGGTGG TCATCATGCG CCAGCTTTCA

    3241
TCCCCGATAT GCACCACCGG GTAAAGTTCA CGGGAGACTT TATCTGACAG CAGACGTGCA


                             XmaI


                            ~~~~~~~


                             SmaI


                            ~~~~~~~

    3301
CTGGCCAGGG GGATCACCAT CCGTCGCCCG GGCGTGTCAA TAATATCACT CTGTACATCC

    3361
ACAAACAGAC GATAACGGCT CTCTCTTTTA TAGGTGTAAA CCTTAAACTG CATTTCACCA

    3421
GCCCCTGTTC TCGTCAGCAA AAGAGCCGTT CATTTCAATA AACCGGGCGA CCTCAGCCAT

    3481
CCCTTCCTGA TTTTCCGCTT TCCAGCGTTC GGCACGCAGA CGACGGGCTT CATTCTGCAT

    3541
GGTTGTGCTT ACCAGACCGG AGATATTGAC ATCATATATG CCTTGAGCAA CTGATAGCTG

    3601
TCGCTGTCAA CTGTCACTGT AATACGCTGC TTCATAGCAT ACCTCTTTTT GACATACTTC

    3661
GGGTATACAT ATCAGTATAT ATTCTTATAC CGCAAAAATC AGCGCGCAAA TACGCATACT

    3721
GTTATCTGGC TTTTAGTAAG CCGGATCCTA ACTCAAAATC CACACATTAT ACGAGCCGGA

    3781
AGCATAAAGT GTAAAGCCTG GGGTGCCTAA TGCGGCCGCC AATATGACTG GATATGTTGT

    3841
GTTTTACAGT ATTATGTAGT CTGTTTTTTA TGCAAAATCT AATTTAATAT ATTGATATTT

    3901
ATATCATTTT ACGTTTCTCG TTCAGCTTTT TTGTACAAAC TTGTGATAAT TCGATCTAGT


          SacI


         ~~~~~~~


                EcoRI


                ~~~~~~~

    3961
GAATTGGGCG AGCTCGAATT CGGTACGCTG AAATCACCAG TCTCTCTCTA CAAATCTATC

    4021
TCTCTCTATT TTCTCCATAA ATAATGTGTG AGTAGTTTCC CGATAAGGGA AATTAGGGTT

    4081
CTTATAGGGT TTCGCTCATG TGTTGAGCAT ATAAGAAACC CTTAGTATGT ATTTGTATTT

    4141
GTAAAATACT TCTATCAATA AAATTTCTAA TTCCTAAAAC CAAAATCCAG TACTAAAATC

    4201
CAGATCGATC CTTGACAGGA TATATTGGCG GGTAAACTAA GTCGCTGTAT GTGTTTGTTT


 BglII


 ~~~~~~

    4261
GAGATCTCAT GTGAGCAAAA GGCCAGCAAA AGGCCAGGAA CCGTAAAAAG GCCGCGTTGC

    4321
TGGCGTTTTT CCATAGGCTC CGCCCCCCTG ACGAGCATCA CAAAAATCGA CGCTCAAGTC

    4381
AGAGGTGGCG AAACCCGACA GGACTATAAA GATACCAGGC GTTTCCCCCT GGAAGCTCCC

    4441
TCGTGCGCTC TCCTGTTCCG ACCCTGCCGC TTACCGGATA CCTGTCCGCC TTTCTCCCTT

    4501
CGGGAAGCGT GGCGCTTTCT CATAGCTCAC GCTGTAGGTA TCTCAGTTCG GTGTAGGTCG

    4561
TTCGCTCCAA GCTGGGCTGT GTGCACGAAC CCCCCGTTCA GCCCGACCGC TGCGCCTTAT

    4621
CCGGTAACTA TCGTCTTGAG TCCAACCCGG TAAGACACGA CTTATCGCCA CTGGCAGCAG

    4681
CCACTGGTAA CAGGATTAGC AGAGCGAGGT ATGTAGGCGG TGCTACAGAG TTCTTGAAGT

    4741
GGTGGCCTAA CTACGGCTAC ACTAGAAGGA CAGTATTTGG TATCTGCGCT CTGCTGAAGC

    4801
CAGTTACCTT CGGAAAAAGA GTTGGTAGCT CTTGATCCGG CAAACAAACC ACCGCTGGTA

    4861
GCGGTGGTTT TTTTGTTTGC AAGCAGCAGA TTACGCGCAG AAAAAAAGGA TCTCAAGAAG

    4921
ATCCTTTGAT CTTTTCTACG GGGTCTGACG CTCAGTGGAA CGAAAACTCA CGTTAAGGGA

    4981
TTTTGGTCAT GGTTACAACC AATTAACCAA TTCTGATTAG AAAAACTCAT CGAGCATCAA

    5041
ATGAAACTGC AATTTATTCA TATCAGGATT ATCAATACCA TATTTTTGAA AAAGCCGTTT

    5101
CTGTAATGAA GGAGAAAACT CACCGAGGCA GTTCCATAGG ATGGCAAGAT CCTGGTATCG

    5161
GTCTGCGATT CCGACTCGTC CAACATCAAT ACAACCTATT AATTTCCCCT CGTCAAAAAT

    5221
AAGGTTATCA AGTGAGAAAT CACCATGAGT GACGACTGAA TCCGGTGAGA ATGGCAAAAG

    5281
TTTATGCATT TCTTTCCAGA CTTGTTCAAC AGGCCAGCCA TTACGCTCGT CATCAAAATC

    5341
ACTCGCATCA ACCAAACCGT TATTCATTCG TGATTGCGCC TGAGCGAGAC GAAATACGCG

    5401
ATCGCTGTTA AAAGGACAAT TACAAACAGG AATCGAATGC AACCGGCGCA GGAACACTGC

    5461
CAGCGCATCA ACAATATTTT CACCTGAATC AGGATATTCT TCTAATACCT GGAATGCTGT

    5521
TTTCCCTGGG ATCGCAGTGG TGAGTAACCA TGCATCATCA GGAGTACGGA TAAAATGCTT

    5581
GATGGTCGGA AGAGGCATAA ATTCCGTCAG CCAGTTTAGT CTGACCATCT CATCTGTAAC

    5641
ATCATTGGCA ACGCTACCTT TGCCATGTTT CAGAAACAAC TCTGGCGCAT CGGGCTTCCC

    5701
ATACAATCCA TAGATTGTCG CACCTGATTG CCCGACATTA TCGCGAGCCC ATTTATACCC

    5761
ATATAAATCA GCATCCATGT TGGAATTTAA TCGCGGCCTG GAGCAAGACG TTTCCCGTTG

    5821
AATATGGCTC ATAACACCCC TTGTATTACT GTTTATGTAA GCAGACAGTT TTATTGTTCA

    5881
TGATGATATA TTTTTATCTT GTGCAATGTA ACATCAGAGA TTTTGAGACA CAACGTGGCT

    5941
TTGTTGAATA AATCGAACTT TTGCTGAGTT GAAGGATCAG ATCACGCATC TTCCCGACAA

    6001
CGCAGACCGT TCCGTGGCAA AGCAAAAGTT CAAAATCACC AACTGGTCCA CCTACAACAA

    6061
AGCTCTCATC AACCGTGGCT CCCTCACTTT CTGGCTGGAT GATGGGGCGA TTCAGGCGAT

    6121
CCCCATCCAA CAGCCCGCCG TCGAGCGGGC TTTTTTATCC CCGGAAGCCT GTGGATAGAG

    6181
GGTAGTTATC CACGTGAAAC CGCTAATGCC CCGCAAAGCC TTGATTCACG GGGCTTTCCG

    6241
GCCCGCTCCA AAAACTATCC ACGTGAAATC GCTAATCAGG GTACGTGAAA TCGCTAATCG

    6301
GAGTACGTGA AATCGCTAAT AAGGTCACGT GAAATCGCTA ATCAAAAAGG CACGTGAGAA

    6361
CGCTAATAGC CCTTTCAGAT CAACAGCTTG CAAACACCCC TCGCTCCGGC AAGTAGTTAC

    6421
AGCAAGTAGT ATGTTCAATT AGCTTTTCAA TTATGAATAT ATATATCAAT TATTGGTCGC

    6481
CCTTGGCTTG TGGACAATGC GCTACGCGCA CCGGCTCCGC CCGTGGACAA CCGCAAGCGG

    6541
TTGCCCACCG TCGAGCGCCA GCGCCTTTGC CCACAACCCG GCGGCCGGCC GCAACAGATC

    6601
GTTTTATAAA TTTTTTTTTT TGAAAAAGAA AAAGCCCGAA AGGCGGCAAC CTCTCGGGCT


                          BglII


                          ~~~~~~~

    6661
TCTGGATTTC CGATCCCCGG AATTAGATCT TGGCAGGATA TATTGTGGTG TAACGTTATC

    6721
AGCTTGCATG CCGGTCGATC TAGTAACATA GATGACACCG CGCGCGATAA TTTATCCTAG

    6781
TTTGCGCGCT ATATTTTGTT TTCTATCGCG TATTAAATGT ATAATTGCGG GACTCTAATC

    6841
AAAAAACCCA TCTCATAAAT AACGTCATGC ATTACATGTT AATTATTACA TGCTTAACGT

    6901
AATTCAACAG AAATTATATG ATAATCATCG CAAGACCGGC AACAGGATTC AATCTTAAGA

    6961
AACTTTATTG CCAAATGTTT GAACGATCTG CTTGACTCTA GCTAGAGTCC GAACCCCAGA

    7021
GTCCCGCTCA GAAGAACTCG TCAAGAAGGC GATAGAAGGC GATGCGCTGC GAATCGGGAG

    7081
CGGCGATACC GTAAAGCACG AGGAAGCGGT CAGCCCATTC GCCGCCAAGC TCTTCAGCAA

    7141
TATCACGGGT AGCCAACGCT ATGTCCTGAT AGCGGTCCGC CACACCCAGC CGGCCACAGT

    7201
CGATGAATCC AGAAAAGCGG CCATTTTCCA CCATGATATT CGGCAAGCAG GCATCGCCCT

    7261
GGGTCACGAC GAGATCCTCG CCGTCGGGCA TCCGCGCCTT G
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CDS (3 total)



i18 intron




Start: 2552  End: 2692 (Complementary)



nptI




Start: 5019  End: 5831



kan




Start: 7031  End: 521  (Complementary)



IV2 intron




Start: 2715  End: 2902


Misc. Feature (4 total)



ccdB gene




Start: 2040  End: 2345



ccdB gene




Start: 3108  End: 3413 (Complementary)



RB




Start: 4213  End: 4237



LB




Start: 6691  End: 6714


Promoter Eukaryotic (1 total)



35S promoter




Start: 1073  End: 1476


Promoter Prokaryotic (1 total)



nos promoter




Start: 534   End: 816  (Complementary)


Replication Origin (1 total)



pSa ori




Start: 6177  End: 6672


Terminator (2 total)



CaMV terminator




Start: 3985  End: 4212



nos terminator




Start: 6718  End: 6995 (Complementary)


Misc. Recombination (4 total)



attR1




Start: 1509  End: 1633



attR2




Start: 2386  End: 2510



attR2




Start: 2943  End: 3067 (Complementary)



attR1




Start: 3820  End: 3944 (Complementary)

