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       1
TTTTTATCCC CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC GCTAATGCCC

      61
CGCAAAGCCT TGATTCACGG GGCTTTCCGG CCCGCTCCAA AAACTATCCA CGTGAAATCG

     121
CTAATCAGGG TACGTGAAAT CGCTAATCGG AGTACGTGAA ATCGCTAATA AGGTCACGTG

     181
AAATCGCTAA TCAAAAAGGC ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC

     241
AAACACCCCT CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT

     301
TATGAATATA TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG CTACGCGCAC

     361
CGGCTCCGCC CGTGGACAAC CGCAAGCGGT TGCCCACCGT CGAGCGCCAG CGCCTTTGCC

     421
CACAACCCGG CGGCCGGCCG CAACAGATCG TTTTATAAAT TTTTTTTTTT GAAAAAGAAA


                                                          BglII


                                                          ~~~~~~

     481
AAGCCCGAAA GGCGGCAACC TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT


                                                            NotI


                                                            ~~~~~

     541
GGCAGGATAT ATTGTGGTGT AACGTATCAC AAGTTTGTAC AAAAAAGCAG GCTCCGCGGC


NotI


~~~

     601
CGCCCCCTTC ACCTAGACTC GACGCGTCCT AGAGATCCGT CAACATGGTG GAGCACGACA

     661
CTCTCGTCTA CTCCAAGAAT ATCAAAGATA CAGTCTCAGA AGACCAAAGG GCTATTGAGA

     721
CTTTTCAACA AAGGGTAATA TCGGGAAACC TCCTCGGATT CCATTGCCCA GCTATCTGTC

     781
ACTTCATCAA AAGGACAGTA GAAAAGGAAG GTGGCACCTA CAAATGCCAT CATTGCGATA

     841
AAGGAAAGGC TATCGTTCAA GATGCCTCTG CCGACAGTGG TCCCAAAGAT GGACCCCCAC

     901
CCACGAGGAG CATCGTGGAA AAAGAAGACG TTCCAACCAC GTCTTCAAAG CAAGTGGATT


     EcoRV


     ~~~~~~~

     961
GATGTGATAT CTCCACTGAC GTAAGGGATG ACGCACAATC CCACTATCCT TCGCAAGACC

    1021
CTTCCTCTAT ATAAGGAAGT TCATTTCATT TGGAGAGGAC GACCCCGATA TGAAAAAGCC

    1081
TGAACTCACC GCGACGTCTG TCGAGAAGTT TCTGATCGAA AAGTTCGACA GCGTCTCCGA

    1141
CCTGATGCAG CTCTCGGAGG GCGAAGAATC TCGTGCTTTC AGCTTCGATG TAGGAGGGCG

    1201
TGGATATGTC CTGCGGGTAA ATAGCTGCGC CGATGGTTTC TACAAAGATC GTTATGTTTA

    1261
TCGGCACTTT GCATCGGCCG CGCTCCCGAT TCCGGAAGTG CTTGACATTG GGGAATTCAG

    1321
CGAGAGCCTG ACCTATTGCA TCTCCCGCCG TGCACAGGGT GTCACGTTGC AAGACCTGCC


                         PstI


                        ~~~~~~

    1381
TGAAACCGAA CTGCCCGCTG TTCTGCAGGT AAATTTCTAG TTTTTCTCCT TCATTTTCTT

    1441
GGTTAGGACC CTTTTCTCTT TTTATTTTTT TGAGCTTTGA TCTTTCTTTA AACTGATCTA

    1501
TTTTTTAATT GATTGGTTAT GGTGTAAATA TTACATAGCT TTAACTGATA ATCTGATTAC


                                    PstI                 NcoI


                                   ~~~~~~               ~~~~~~

    1561
TTTATTTCGT GTGTCTATGA TGATGATGAT AACTGCAGCC GGTCGCGGAG GCCATGGATG

    1621
CGATCGCTGC GGCCGATCTT AGCCAGACGA GCGGGTTCGG CCCATTCGGA CCGCAAGGAA

    1681
TCGGTCAATA CACTACATGG CGTGATTTCA TATGCGCGAT TGCTGATCCC CATGTGTATC

    1741
ACTGGCAAAC TGTGATGGAC GACACCGTCA GTGCGTCCGT CGCGCAGGCT CTCGATGAGC

    1801
TGATGCTTTG GGCCGAGGAC TGCCCCGAAG TCCGGCACCT CGTGCACGCG GATTTCGGCT

    1861
CCAACAATGT CCTGACGGAC AATGGCCGCA TAACAGCGGT CATTGACTGG AGCGAGGCGA

    1921
TGTTCGGGGA TTCCCAATAC GAGGTCGCCA ACATCTTCTT CTGGAGGCCG TGGTTGGCTT

    1981
GTATGGAGCA GCAGACGCGC TACTTCGAGC GGAGGCATCC GGAGCTTGCA GGATCGCCGC

    2041
GGCTCCGGGC GTATATGCTC CGCATTGGTC TTGACCAACT CTATCAGAGC TTGGTTGACG

    2101
GCAATTTCGA TGATGCAGCT TGGGCGCAGG GTCGATGCGA CGCAATCGTC CGATCCGGAG

    2161
CCGGGACTGT CGGGCGTACA CAAATCGCCC GCAGAAGCGC GGCCGTCTGG ACCGATGGCT

    2221
GTGTAGAAGT ACTCGCCGAT AGTGGAAACC GACGCCCCAG CACTCGTCCG AGGGCAAAGG


                      BamHI     SacI


                      ~~~~~~   ~~~~~~~

    2281
AATAGAGTAG ATGCCGACCG GGATCCGGAG AGCTCGAATT TCCCCGATCG TTCAAACATT

    2341
TGGCAATAAA GTTTCTTAAG ATTGAATCCT GTTGCCGGTC TTGCGATGAT TATCATATAA

    2401
TTTCTGTTGA ATTACGTTAA GCATGTAATA ATTAACATGT AATGCATGAC GTTATTTATG

    2461
AGATGGGTTT TTATGATTAG AGTCCCGCAA TTATACATTT AATACGCGAT AGAAAACAAA

    2521
ATATAGCGCG CAAACTAGGA TAAATTATCG CGCGCGGTGT CATCTATGTT ACTAGATCGG


             EcoRV


             ~~~~~~

    2581
GAATTCATCG ATGATATCAG ATCAAGGGTG GGCGCGCCGA ACCAGCTTTC TTGTACAAAG

    2641
TGGTGATCCC CCTCGAATCG AATTCCGTGC AGCGTGACCC GGTCGTGCCC CTCTCTAGAG

    2701
ATAATGAGCA TTGCATGTCT AAGTTATAAA AAATTACCAC ATATTTTTTT TGTCACACTT

    2761
GTTTGAAGTG CAGTTTATCT ATCTTTATAC ATATATTTAA ACTTTACTCT ACGAATAATA

    2821
TAATCTATAG TACTACAATA ATATCAGTGT TTTAGAGAAT CATATAAATG AACAGTTAGA

    2881
CATGGTCTAA AGGACAATTG AGTATTTTGA CAACAGGACT CTACAGTTTT ATCTTTTTAG

    2941
TGTGCATGTG TTCTCCTTTT TTTTTGCAAA TAGCTTCACC TATATAATAC TTCATCCATT

    3001
TTATTAGTAC ATCCATTTAG GGTTTAGGGT TAATGGTTTT TATAGACTAA TTTTTTTAGT

    3061
ACATCTATTT TATTCTATTT TAGCCTCTAA ATTAAGAAAA CTAAAACTCT ATTTTAGTTT

    3121
TTTTATTTAA TAATTTAGAT ATAAAATAGA ATAAAATAAA GTGACTAAAA ATTAAACAAA

    3181
TACCCTTTAA GAAATTAAAA AAACTAAGGA AACATTTTTC TTGTTTCGAG TAGATAATGC

    3241
CAGCCTGTTA AACGCCGTCG ACGAGTCTAA CGGACACCAA CCAGCGAACC AGCAGCGTCG


                                                             XhoI


                                                             ~~~~

    3301
CGTCGGGCCA AGCGAAGCAG ACGGCACGGC ATCTCTGTCG CTGCCTCTGG ACCCCTCTCG


XhoI


~~

    3361
AGAGTTCCGC TCCACCGTTG GACTTGCTCC GCTGTCGGCA TCCAGAAATT GCGTGGCGGA

    3421
GCGGCAGACG TGAGCCGGCA CGGCAGGCGG CCTCCTCCTC CTCTCACGGC ACGGCAGCTA

    3481
CGGGGGATTC CTTTCCCACC GCTCCTTCGC TTTCCCTTCC TCGCCCGCCG TAATAAATAG

    3541
ACACCCCCTC CACACCCTCT TTCCCCAACC TCGTGTTGTT CGGAGCGCAC ACACACACAA


  BglII


  ~~~~~~

    3601
CCAGATCTCC CCCAAATCCA CCCGTCGGCA CCTCCGCTTC AAGGTACGCC GCTCGTCCTC


                                               NcoI      ApaI


                                              ~~~~~~    ~~~~~~

    3661
CCCCCCCCCC CCTCTCTACC TTCTCTAGAT CGGCGTTCCG GTCCATGGTT AGGGCCCGGT

    3721
AGTTCTACTT CTGTTCATGT TTGTGTTAGA TCCGTGTTTG TGTTAGATCC GTGCTGCTAG

    3781
CGTTCGTACA CGGATGCGAC CTGTACGTCA GACACGTTCT GATTGCTAAC TTGCCAGTGT

    3841
TTCTCTTTGG GGAATCCTGG GATGGCTCTA GCCGTTCCGC AGACGGGATC GATTTCATGA

    3901
TTTTTTTTGT TTCGTTGCAT AGGGTTTGGT TTGCCCTTTT CCTTTATTTC AATATATGCC

    3961
GTGCACTTGT TTGTCGGGTC ATCTTTTCAT GCTTTTTTTT GTCTTGGTTG TGATGATGTG

    4021
GTCTGGTTGG GCGGTCGTTC TAGATCGGAG TAGAATTCTG TTTCAAACTA CCTGGTGGAT

    4081
TTATTAATTT TGGATCTGTA TGTGTGTGCC ATACATATTC ATAGTTACGA ATTGAAGATG

    4141
ATGGATGGAA ATATCGATCT AGGATAGGTA TACATGTTGA TGCGGGTTTT ACTGATGCAT

    4201
ATACAGAGAT GCTTTTTGTT CGCTTGGTTG TGATGATGTG GTGTGGTTGG GCGGTCGTTC

    4261
ATTCGTTCTA GATCGGAGTA GAATACTGTT TCAAACTACC TGGTGTATTT ATTAATTTTG

    4321
GAACTGTATG TGTGTGTCAT ACATCTTCAT AGTTACGAGT TTAAGATGGA TGGAAATATC

    4381
GATCTAGGAT AGGTATACAT GTTGATGTGG GTTTTACTGA TGCATATACA TGATGGCATA

    4441
TGCAGCATCT ATTCATATGC TCTAACCTTG AGTACCTATC TATTATAATA AACAAGTATG

    4501
TTTTATAATT ATTTTGATCT TGATATACTT GGATGATGGC ATATGCAGCA GCTATATGTG

    4561
GATTTTTTTA GCCCTGCCTT CATACGCTAT TTATTTGCTT GGTACTGTTT CTTTTGTCGA


                                SmaI


                               ~~~~~~~


                                XmaI          SpeI


                               ~~~~~~~       ~~~~~~


                                      BamHI


                                      ~~~~~~~

    4621
TGCTCACCCT GTTGTTTGGT GTTACTTCGC CCGGGGGATC CACTAGTTCT AGAATTCGAT

    4681
GAGTCAAGCA GATCGTTCAA ACATTTGGCA ATAAAGTTTC TTAAGATTGA ATCCTGTTGC

    4741
CGGTCTTGCG ATGATTATCA TATAATTTCT GTTGAATTAC GTTAAGCATG TAATAATTAA

    4801
CATGTAATGC ATGACGTTAT TTATGAGATG GGTTTTTTGA TTAGAGTCCC GCAATTATAC

    4861
ATTTAATACG CGATAGAAAA CAAAATATAG CGCGCAAACT AGGATAAATT ATCGCGCGCG

    4921
GTGTCATCTA TGTTACTAGA TCGACCGGCA TGCAAGCTGA TCCTTGACAG GATATATTGG


                                    BglII


                                    ~~~~~~

    4981
CGGGTAAACT AAGTCGCTGT ATGTGTTTGT TTGAGATCTC ATGTGAGCAA AAGGCCAGCA

    5041
AAAGGCCAGG AACCGTAAAA AGGCCGCGTT GCTGGCGTTT TTCCATAGGC TCCGCCCCCC

    5101
TGACGAGCAT CACAAAAATC GACGCTCAAG TCAGAGGTGG CGAAACCCGA CAGGACTATA

    5161
AAGATACCAG GCGTTTCCCC CTGGAAGCTC CCTCGTGCGC TCTCCTGTTC CGACCCTGCC

    5221
GCTTACCGGA TACCTGTCCG CCTTTCTCCC TTCGGGAAGC GTGGCGCTTT CTCATAGCTC

    5281
ACGCTGTAGG TATCTCAGTT CGGTGTAGGT CGTTCGCTCC AAGCTGGGCT GTGTGCACGA

    5341
ACCCCCCGTT CAGCCCGACC GCTGCGCCTT ATCCGGTAAC TATCGTCTTG AGTCCAACCC

    5401
GGTAAGACAC GACTTATCGC CACTGGCAGC AGCCACTGGT AACAGGATTA GCAGAGCGAG

    5461
GTATGTAGGC GGTGCTACAG AGTTCTTGAA GTGGTGGCCT AACTACGGCT ACACTAGAAG

    5521
AACAGTATTT GGTATCTGCG CTCTGCTGAA GCCAGTTACC TTCGGAAGAA GAGTTGGTAG

    5581
CTCTTGATCC GGCAAACAAA CCACCGCTGG TAGCGGTGGT TTTTTTGTTT GCAAGCAGCA

    5641
GATTACGCGC AGAAAAAAAG GATCTCAAGA AGATCCTTTG ATCTTTTCTA CGGGGTCTGA

    5701
CGCTCAGTGG AACGAAAACT CACGTTAAGG GATTTTGGTC ATGAGATTAT CAAAAAGGAT

    5761
CTTCACCTAG ATCCTTTTAA ATTAAAAATG AAGTTTTAAA TCAATCTAAA GTATATATGT

    5821
GTAACATTGG TCTAGTGATT AGAAAAACTC ATCGAGCATC AAATGAAACT GCAATTTATT

    5881
CATATCAGGA TTATCAATAC CATATTTTTG AAAAAGCCGT TTCTGTAATG AAGGAGAAAA

    5941
CTCACCGAGG CAGTTCCATA GGATGGCAAG ATCCTGGTAT CGGTCTGCGA TTCCGACTCG

    6001
TCCAACATCA ATACAACCTA TTAATTTCCC CTCGTCAAAA ATAAGGTTAT CAAGTGAGAA

    6061
ATCACCATGA GTGACGACTG AATCCGGTGA GAATGGCAAA AGTTTATGCA TTTCTTTCCA

    6121
GACTTGTTCA ACAGGCCAGC CATTACGCTC GTCATCAAAA TCACTCGCAT CAACCAAACC

    6181
GTTATTCATT CGTGATTGCG CCTGAGCGAG ACGAAATACG CGATCGCTGT TAAAAGGACA

    6241
ATTACAAACA GGAATCGAAT GCAACCGGCG CAGGAACACT GCCAGCGCAT CAACAATATT

    6301
TTCACCTGAA TCAGGATATT CTTCTAATAC CTGGAATGCT GTTTTCCCTG GGATCGCAGT

    6361
GGTGAGTAAC CATGCATCAT CAGGAGTACG GATAAAATGC TTGATGGTCG GAAGAGGCAT

    6421
AAATTCCGTC AGCCAGTTTA GTCTGACCAT CTCATCTGTA ACAACATTGG CAACGCTACC

    6481
TTTGCCATGT TTCAGAAACA ACTCTGGCGC ATCGGGCTTC CCATACAATC GGTAGATTGT

    6541
CGCACCTGAT TGCCCGACAT TATCGCGAGC CCATTTATAC CCATATAAAT CAGCATCCAT

    6601
GTTGGAATTT AATCGCGGCC TTGAGCAAGA CGTTTCCCGT TGAATATGGC TCATAACACC

    6661
CCTTGTATTA CTGTTTATGT AAGCAGACAG TTTTATTGTT CATGATGATA TATTTTTATC

    6721
TTGTGCAATG TAACATCAGA GATTTTGAGA CACAACGTGG CTTTGTTGAA TAAATCGAAC

    6781
TTTTGCTGAG TTGAAGGATC AGATCACGCA TCTTCCCGAC AACGCAGACC GTTCCGTGGC

    6841
AAAGCAAAAG TTCAAAATCA CCAACTGGTC CACCTACAAC AAAGCTCTCA TCAACCGTGG

    6901
CTCCCTCACT TTCTGGCTGG ATGATGGGGC GATTCAGGCG ATCCCCATCC AACAGCCCGC

    6961
CGTCGAGCGG GCT
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