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      1
TTGTACAAAG TGGTTGATCC TTGACAGGAT ATATTGGCGG GTAAACTAAG TCGCTGTATG

      61
TGTTTGTTTG AGATCTCATG TGAGCAAAAG GCCAGCAAAA GGCCAGGAAC CGTAAAAAGG

     121
CCGCGTTGCT GGCGTTTTTC CATAGGCTCC GCCCCCCTGA CGAGCATCAC AAAAATCGAC

     181
GCTCAAGTCA GAGGTGGCGA AACCCGACAG GACTATAAAG ATACCAGGCG TTTCCCCCTG

     241
GAAGCTCCCT CGTGCGCTCT CCTGTTCCGA CCCTGCCGCT TACCGGATAC CTGTCCGCCT

     301
TTCTCCCTTC GGGAAGCGTG GCGCTTTCTC ATAGCTCACG CTGTAGGTAT CTCAGTTCGG

     361
TGTAGGTCGT TCGCTCCAAG CTGGGCTGTG TGCACGAACC CCCCGTTCAG CCCGACCGCT

     421
GCGCCTTATC CGGTAACTAT CGTCTTGAGT CCAACCCGGT AAGACACGAC TTATCGCCAC

     481
TGGCAGCAGC CACTGGTAAC AGGATTAGCA GAGCGAGGTA TGTAGGCGGT GCTACAGAGT

     541
TCTTGAAGTG GTGGCCTAAC TACGGCTACA CTAGAAGAAC AGTATTTGGT ATCTGCGCTC

     601
TGCTGAAGCC AGTTACCTTC GGAAGAAGAG TTGGTAGCTC TTGATCCGGC AAACAAACCA

     661
CCGCTGGTAG CGGTGGTTTT TTTGTTTGCA AGCAGCAGAT TACGCGCAGA AAAAAAGGAT

     721
CTCAAGAAGA TCCTTTGATC TTTTCTACGG GGTCTGACGC TCAGTGGAAC GAAAACTCAC

     781
GTTAAGGGAT TTTGGTCATG AGATTATCAA AAAGGATCTT CACCTAGATC CTTTTAAATT

     841
AAAAATGAAG TTTTAAATCA ATCTAAAGTA TATATGTGTA ACATTGGTCT AGTGATTAGA

     901
AAAACTCATC GAGCATCAAA TGAAACTGCA ATTTATTCAT ATCAGGATTA TCAATACCAT

     961
ATTTTTGAAA AAGCCGTTTC TGTAATGAAG GAGAAAACTC ACCGAGGCAG TTCCATAGGA

    1021
TGGCAAGATC CTGGTATCGG TCTGCGATTC CGACTCGTCC AACATCAATA CAACCTATTA

    1081
ATTTCCCCTC GTCAAAAATA AGGTTATCAA GTGAGAAATC ACCATGAGTG ACGACTGAAT

    1141
CCGGTGAGAA TGGCAAAAGT TTATGCATTT CTTTCCAGAC TTGTTCAACA GGCCAGCCAT

    1201
TACGCTCGTC ATCAAAATCA CTCGCATCAA CCAAACCGTT ATTCATTCGT GATTGCGCCT

    1261
GAGCGAGACG AAATACGCGA TCGCTGTTAA AAGGACAATT ACAAACAGGA ATCGAATGCA

    1321
ACCGGCGCAG GAACACTGCC AGCGCATCAA CAATATTTTC ACCTGAATCA GGATATTCTT

    1381
CTAATACCTG GAATGCTGTT TTCCCTGGGA TCGCAGTGGT GAGTAACCAT GCATCATCAG

    1441
GAGTACGGAT AAAATGCTTG ATGGTCGGAA GAGGCATAAA TTCCGTCAGC CAGTTTAGTC

    1501
TGACCATCTC ATCTGTAACA ACATTGGCAA CGCTACCTTT GCCATGTTTC AGAAACAACT

    1561
CTGGCGCATC GGGCTTCCCA TACAATCGGT AGATTGTCGC ACCTGATTGC CCGACATTAT

    1621
CGCGAGCCCA TTTATACCCA TATAAATCAG CATCCATGTT GGAATTTAAT CGCGGCCTTG

    1681
AGCAAGACGT TTCCCGTTGA ATATGGCTCA TAACACCCCT TGTATTACTG TTTATGTAAG

    1741
CAGACAGTTT TATTGTTCAT GATGATATAT TTTTATCTTG TGCAATGTAA CATCAGAGAT

    1801
TTTGAGACAC AACGTGGCTT TGTTGAATAA ATCGAACTTT TGCTGAGTTG AAGGATCAGA

    1861
TCACGCATCT TCCCGACAAC GCAGACCGTT CCGTGGCAAA GCAAAAGTTC AAAATCACCA

    1921
ACTGGTCCAC CTACAACAAA GCTCTCATCA ACCGTGGCTC CCTCACTTTC TGGCTGGATG

    1981
ATGGGGCGAT TCAGGCGATC CCCATCCAAC AGCCCGCCGT CGAGCGGGCT TTTTTATCCC

    2041
CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC GCTAATGCCC CGCAAAGCCT

    2101
TGATTCACGG GGCTTTCCGG CCCGCTCCAA AAACTATCCA CGTGAAATCG CTAATCAGGG

    2161
TACGTGAAAT CGCTAATCGG AGTACGTGAA ATCGCTAATA AGGTCACGTG AAATCGCTAA

    2221
TCAAAAAGGC ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC AAACACCCCT

    2281
CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT TATGAATATA

    2341
TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG CTACGCGCAC CGGCTCCGCC

    2401
CGTGGACAAC CGCAAGCGGT TGCCCACCGT CGAGCGCCAG CGCCTTTGCC CACAACCCGG

    2461
CGGCCGGCCG CAACAGATCG TTTTATAAAT TTTTTTTTTT GAAAAAGAAA AAGCCCGAAA

    2521
GGCGGCAACC TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT GGCAGGATAT


                                                   NotI


                                                 ~~~~~~~~~

    2581
ATTGTGGTGT AACGTATCAC AAGTTTGTAC AAAAAAGCAG GCTCCGCGGC CGCCCCCTTC

    2641
ACCCTAGACT CGACGCGTCC TAGAGATCCG TCAACATGGT GGAGCACGAC ACTCTCGTCT

    2701
ACTCCAAGAA TATCAAAGAT ACAGTCTCAG AAGACCAAAG GGCTATTGAG ACTTTTCAAC

    2761
AAAGGGTAAT ATCGGGAAAC CTCCTCGGAT TCCATTGCCC AGCTATCTGT CACTTCATCA

    2821
AAAGGACAGT AGAAAAGGAA GGTGGCACCT ACAAATGCCA TCATTGCGAT AAAGGAAAGG

    2881
CTATCGTTCA AGATGCCTCT GCCGACAGTG GTCCCAAAGA TGGACCCCCA CCCACGAGGA

    2941
GCATCGTGGA AAAAGAAGAC GTTCCAACCA CGTCTTCAAA GCAAGTGGAT TGATGTGATA

    3001
TCTCCACTGA CGTAAGGGAT GACGCACAAT CCCACTATCC TTCGCAAGAC CCTTCCTCTA

    3061
TATAAGGAAG TTCATTTCAT TTGGAGAGGA CGACCCCGAT ATGAAAAAGC CTGAACTCAC

    3121
CGCGACGTCT GTCGAGAAGT TTCTGATCGA AAAGTTCGAC AGCGTCTCCG ACCTGATGCA

    3181
GCTCTCGGAG GGCGAAGAAT CTCGTGCTTT CAGCTTCGAT GTAGGAGGGC GTGGATATGT

    3241
CCTGCGGGTA AATAGCTGCG CCGATGGTTT CTACAAAGAT CGTTATGTTT ATCGGCACTT

    3301
TGCATCGGCC GCGCTCCCGA TTCCGGAAGT GCTTGACATT GGGGAATTCA GCGAGAGCCT

    3361
GACCTATTGC ATCTCCCGCC GTGCACAGGG TGTCACGTTG CAAGACCTGC CTGAAACCGA

    3421
ACTGCCCGCT GTTCTGCAGG TAAATTTCTA GTTTTTCTCC TTCATTTTCT TGGTTAGGAC

    3481
CCTTTTCTCT TTTTATTTTT TTGAGCTTTG ATCTTTCTTT AAACTGATCT ATTTTTTAAT

    3541
TGATTGGTTA TGGTGTAAAT ATTACATAGC TTTAACTGAT AATCTGATTA CTTTATTTCG

    3601
TGTGTCTATG ATGATGATGA TAACTGCAGC CGGTCGCGGA GGCCATGGAT GCGATCGCTG

    3661
CGGCCGATCT TAGCCAGACG AGCGGGTTCG GCCCATTCGG ACCGCAAGGA ATCGGTCAAT

    3721
ACACTACATG GCGTGATTTC ATATGCGCGA TTGCTGATCC CCATGTGTAT CACTGGCAAA

    3781
CTGTGATGGA CGACACCGTC AGTGCGTCCG TCGCGCAGGC TCTCGATGAG CTGATGCTTT

    3841
GGGCCGAGGA CTGCCCCGAA GTCCGGCACC TCGTGCACGC GGATTTCGGC TCCAACAATG

    3901
TCCTGACGGA CAATGGCCGC ATAACAGCGG TCATTGACTG GAGCGAGGCG ATGTTCGGGG

    3961
ATTCCCAATA CGAGGTCGCC AACATCTTCT TCTGGAGGCC GTGGTTGGCT TGTATGGAGC

    4021
AGCAGACGCG CTACTTCGAG CGGAGGCATC CGGAGCTTGC AGGATCGCCG CGGCTCCGGG

    4081
CGTATATGCT CCGCATTGGT CTTGACCAAC TCTATCAGAG CTTGGTTGAC GGCAATTTCG

    4141
ATGATGCAGC TTGGGCGCAG GGTCGATGCG ACGCAATCGT CCGATCCGGA GCCGGGACTG

    4201
TCGGGCGTAC ACAAATCGCC CGCAGAAGCG CGGCCGTCTG GACCGATGGC TGTGTAGAAG

    4261
TACTCGCCGA TAGTGGAAAC CGACGCCCCA GCACTCGTCC GAGGGCAAAG GAATAGAGTA


            BamHI      SacI


            ~~~~~~    ~~~~~~

    4321
GATGCCGACC GGGATCCGGA GAGCTCGAAT TTCCCCGATC GTTCAAACAT TTGGCAATAA

    4381
AGTTTCTTAA GATTGAATCC TGTTGCCGGT CTTGCGATGA TTATCATATA ATTTCTGTTG

    4441
AATTACGTTA AGCATGTAAT AATTAACATG TAATGCATGA CGTTATTTAT GAGATGGGTT

    4501
TTTATGATTA GAGTCCCGCA ATTATACATT TAATACGCGA TAGAAAACAA AATATAGCGC

    4561
GCAAACTAGG ATAAATTATC GCGCGCGGTG TCATCTATGT TACTAGATCG GGAATTCATC

    4621
GATGATATCA GATCAAGGGT GGGCGCGCCG ACCCAGCTTT CTTGTACAAA GTGGTGATCC


   XhoI                  HindIII


  ~~~~~~                 ~~~~~~

    4681
CCCTCGAGGT CGACGGTATC GATAAGCTTG ATATCGAATT CCTGCAGCCC ATCAACAAGT


                         NotI


                       ~~~~~~~~

    4741
TTGTACAAAA AAGCAGGCTC CGCGGCCGCC CCCTTCACCC AGTGCAGCGT GACCCGGTCG

    4801
TGCCCCTCTC TAGAGATAAT GAGCATTGCA TGTCTAAGTT ATAAAAAATT ACCACATATT

    4861
TTTTTTGTCA CACTTGTTTG AAGTGCAGTT TATCTATCTT TATACATATA TTTAAACTTT

    4921
ACTCTACGAA TAATATAATC TATAGTACTA CAATAATATC AGTGTTTTAG AGAATCATAT

    4981
AAATGAACAG TTAGACATGG TCTAAAGGAC AATTGAGTAT TTTGACAACA GGACTCTACA

    5041
GTTTTATCTT TTTAGTGTGC ATGTGTTCTC CTTTTTTTTT GCAAATAGCT TCACCTATAT

    5101
AATACTTCAT CCATTTTATT AGTACATCCA TTTAGGGTTT AGGGTTAATG GTTTTTATAG

    5161
ACTAATTTTT TTAGTACATC TATTTTATTC TATTTTAGCC TCTAAATTAA GAAAACTAAA

    5221
ACTCTATTTT AGTTTTTTTA TTTAATAATT TAGATATAAA ATAGAATAAA ATAAAGTGAC

    5281
TAAAAATTAA ACAAATACCC TTTAAGAAAT TAAAAAAACT AAGGAAACAT TTTTCTTGTT

    5341
TCGAGTAGAT AATGCCAGCC TGTTAAACGC CGTCGACGAG TCTAACGGAC ACCAACCAGC

    5401
GAACCAGCAG CGTCGCGTCG GGCCAAGCGA AGCAGACGGC ACGGCATCTC TGTCGCTGCC


             XhoI


            ~~~~~~

    5461
TCTGGACCCC TCTCGAGAGT TCCGCTCCAC CGTTGGACTT GCTCCGCTGT CGGCATCCAG

    5521
AAATTGCGTG GCGGAGCGGC AGACGTGAGC CGGCACGGCA GGCGGCCTCC TCCTCCTCTC

    5581
ACGGCACGGC AGCTACGGGG GATTCCTTTC CCACCGCTCC TTCGCTTTCC CTTCCTCGCC

    5641
CGCCGTAATA AATAGACACC CCCTCCACAC CCTCTTTCCC CAACCTCGTG TTGTTCGGAG

    5701
CGCACACACA CACAACCAGA TCTCCCCCAA ATCCACCCGT CGGCACCTCC GCTTCAAGGT

    5761
ACGCCGCTCG TCCTCCCCCC CCCCCCCTCT CTACCTTCTC TAGATCGGCG TTCCGGTCCA


       ApaI


      ~~~~~~~

    5821
TGGTTAGGGC CCGGTAGTTC TACTTCTGTT CATGTTTGTG TTAGATCCGT GTTTGTGTTA

    5881
GATCCGTGCT GCTAGCGTTC GTACACGGAT GCGACCTGTA CGTCAGACAC GTTCTGATTG

    5941
CTAACTTGCC AGTGTTTCTC TTTGGGGAAT CCTGGGATGG CTCTAGCCGT TCCGCAGACG

    6001
GGATCGATTT CATGATTTTT TTTGTTTCGT TGCATAGGGT TTGGTTTGCC CTTTTCCTTT

    6061
ATTTCAATAT ATGCCGTGCA CTTGTTTGTC GGGTCATCTT TTCATGCTTT TTTTTGTCTT

    6121
GGTTGTGATG ATGTGGTCTG GTTGGGCGGT CGTTCTAGAT CGGAGTAGAA TTCTGTTTCA

    6181
AACTACCTGG TGGATTTATT AATTTTGGAT CTGTATGTGT GTGCCATACA TATTCATAGT

    6241
TACGAATTGA AGATGATGGA TGGAAATATC GATCTAGGAT AGGTATACAT GTTGATGCGG

    6301
GTTTTACTGA TGCATATACA GAGATGCTTT TTGTTCGCTT GGTTGTGATG ATGTGGTGTG

    6361
GTTGGGCGGT CGTTCATTCG TTCTAGATCG GAGTAGAATA CTGTTTCAAA CTACCTGGTG

    6421
TATTTATTAA TTTTGGAACT GTATGTGTGT GTCATACATC TTCATAGTTA CGAGTTTAAG

    6481
ATGGATGGAA ATATCGATCT AGGATAGGTA TACATGTTGA TGTGGGTTTT ACTGATGCAT

    6541
ATACATGATG GCATATGCAG CATCTATTCA TATGCTCTAA CCTTGAGTAC CTATCTATTA

    6601
TAATAAACAA GTATGTTTTA TAATTATTTT GATCTTGATA TACTTGGATG ATGGCATATG

    6661
CAGCAGCTAT ATGTGGATTT TTTTAGCCCT GCCTTCATAC GCTATTTATT TGCTTGGTAC

    6721
TGTTTCTTTT GTCGATGCTC ACCCTGTTGT TTGGTGTTAC TTCTGCAGGT CGACTCTAGA


      SmaI


     ~~~~~~~


      XmaI


     ~~~~~~~


BamHI


~~~~~~

    6781
GGATCCCCGG GTATCGACCA TGGAAGACGC CAAAAACATA AAGAAAGGCC CGGCGCCATT

    6841
CTATCCGCTG GAAGATGGAA CCGCTGGAGA GCAACTGCAT AAGGCTATGA AGAGATACGC

    6901
CCTGGTTCCT GGAACAATTG CTTTTACAGA TGCACATATC GAGGTGGACA TCACTTACGC

    6961
TGAGTGTAAG TTTACTTTGC TCTGCCAACC ACATCAGTTT TTTTGATATA AAATAGATTT

    7021
ATTGACCATG GCAACCAAAA GATTAAATGG AGAACAATTC TATCATCTTC CTTTCTGTGG

    7081
GCATTGTCTC ACACGCCAAA AGCAGGGATG GCAAATTGCA AATTACTTTT TCTGATCGAT

    7141
ACCTTTTTTT TTCGGTTTGC ATAAATGGAA TTTTAGGATT ATTTTAATTC GAACTTGCAG

    7201
ACTTCGAAAT GTCCGTTCGG TTGGCAGAAG CTATGAAACG ATATGGGCTG AATACAAATC

    7261
ACAGAATCGT CGTATGCAGT GAAAACTCTC TTCAATTCTT TATGCCGGTG TTGGGCGCGT

    7321
TATTTATCGG AGTTGCAGTT GCGCCCGCGA ACGACATTTA TAATGAACGT GAATTGCTCA

    7381
ACAGTATGGG CATTTCGCAG CCTACCGTGG TGTTCGTTTC CAAAAAGGGG TTGCAAAAAA

    7441
TTTTGAACGT GCAAAAAAAG CTCCCAATCA TCCAAAAAAT TATTATCATG GATTCTAAAA

    7501
CGGATTACCA GGGATTTCAG TCGATGTACA CGTTCGTCAC ATCTCATCTA CCTCCCGGTT

    7561
TTAATGAATA CGATTTTGTG CCAGAGTCCT TCGATAGGGA CAAGACAATT GCACTGATCA

    7621
TGAACTCCTC TGGATCTACT GGTCTGCCTA AAGGTGTCGC TCTGCCTCAT AGAACTGCCT

    7681
GCGTGAGATT CTCGCATGCC AGAGATCCTA TTTTTGGCAA TCAAATCATT CCGGATACTG

    7741
CGATTTTAAG TGTTGTTCCA TTCCATCACG GTTTTGGAAT GTTTACTACA CTCGGATATT

    7801
TGATATGTGG ATTTCGAGTC GTCTTAATGT ATAGATTTGA AGAAGAGCTG TTTCTGAGGA

    7861
GCCTTCAGGA TTACAAGATT CAAAGTGCGC TGCTGGTGCC AACCCTATTC TCCTTCTTCG

    7921
CCAAAAGCAC TCTGATTGAC AAATACGATT TATCTAATTT ACACGAAATT GCTTCTGGTG

    7981
GCGCTCCCCT CTCTAAGGAA GTCGGGGAAG CGGTTGCCAA GAGGTTCCAT CTGCCAGGTA

    8041
TCAGGCAAGG ATATGGGCTC ACTGAGACTA CATCAGCTAT TCTGATTACA CCCGAGGGGG

    8101
ATGATAAACC GGGCGCGGTC GGTAAAGTTG TTCCATTTTT TGAAGCGAAG GTTGTGGATC

    8161
TGGATACCGG GAAAACGCTG GGCGTTAATC AAAGAGGCGA ACTGTGTGTG AGAGGTCCTA

    8221
TGATTATGTC CGGTTATGTA AACAATCCGG AAGCGACCAA CGCCTTGATT GACAAGGATG

    8281
GATGGCTACA TTCTGGAGAC ATAGCTTACT GGGACGAAGA CGAACACTTC TTCATCGTTG

    8341
ACCGCCTGAA GTCTCTGATT AAGTACAAAG GCTATCAGGT GGCTCCCGCT GAATTGGAAT

    8401
CCATCTTGCT CCAACACCCC AACATCTTCG ACGCAGGTGT CGCAGGTCTT CCCGACGATG

    8461
ACGCCGGTGA ACTTCCCGCC GCCGTTGTTG TTTTGGAGCA CGGAAAGACG ATGACGGAAA

    8521
AAGAGATCGT GGATTACGTC GCCAGTCAAG TAACAACCGC GAAAAAGTTG CGCGGAGGAG

    8581
TTGTGTTTGT GGACGAAGTA CCGAAAGGTC TTACCGGAAA ACTCGACGCA AGAAAAATCA

    8641
GAGAGATCCT CATAAAGGCC AAGAAGGGCG GAAAGATCGC CGTGTAATTC TAGCGAATTT

    8701
CCCGATCGTT CAAACATTTG GCAATAAAGT TTCTTAAGAT TGAATCCTGT TGCCGGTCTT

    8761
GCGATGATTA TCATATAATT TCTGTTGAAT TACGTTAAGC ATGTAATAAT TAACATGTAA

    8821
TGCATGACGT TATTTATGAG ATGGGTTTTT ATGATTAGAG TCCCGCAATT ATACATTTAA

    8881
TACGCGATAG AAAACAAAAT ATAGCGCGCA AACTAGGATA AATTATCGCG CGCGGTGTCA

    8941
TCTATGTTAC TAGTAGCAAG GGTGGGCGCG CCGACCCAGC TTTC
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Feature Map


CDS (1 total)



Hygint




Start: 3091  End: 4356


Intron (1 total)



Intron




Start: 6967  End: 7201


Misc. Feature (5 total)



RB




Start: 22    End: 46  



npt1




Start: 898   End: 1709 (Complementary)



LB




Start: 2570  End: 2593



LUC




Start: 6801  End: 6966



LUC




Start: 7202  End: 8688


Promoter Eukaryotic (2 total)



35S promoter




Start: 2644  End: 3090



Ubi promoter




Start: 4780  End: 6768


Replication Origin (2 total)



colEI ori




Start: 80    End: 803 



pSa-ORI




Start: 2057  End: 2540


Terminator (2 total)



nos terminator




Start: 4357  End: 4634



nos term




Start: 8698  End: 8953

