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     1
TTTTTATCCC CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC GCTAATGCCC

      61
CGCAAAGCCT TGATTCACGG GGCTTTCCGG CCCGCTCCAA AAACTATCCA CGTGAAATCG

     121
CTAATCAGGG TACGTGAAAT CGCTAATCGG AGTACGTGAA ATCGCTAATA AGGTCACGTG

     181
AAATCGCTAA TCAAAAAGGC ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC

     241
AAACACCCCT CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT

     301
TATGAATATA TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG CTACGCGCAC

     361
CGGCTCCGCC CGTGGACAAC CGCAAGCGGT TGCCCACCGT CGAGCGCCAG CGCCTTTGCC

     421
CACAACCCGG CGGCCGGCCG CAACAGATCG TTTTATAAAT TTTTTTTTTT GAAAAAGAAA

     481
AAGCCCGAAA GGCGGCAACC TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT


                                                            NotI


                                                            ~~~~~

     541
GGCAGGATAT ATTGTGGTGT AACGTATCAC AAGTTTGTAC AAAAAAGCAG GCTCCGCGGC


NotI


~~~

     601
CGCCCCCTTC ACCTAGACTC GACGCGTCCT AGAGATCCGT CAACATGGTG GAGCACGACA

     661
CTCTCGTCTA CTCCAAGAAT ATCAAAGATA CAGTCTCAGA AGACCAAAGG GCTATTGAGA

     721
CTTTTCAACA AAGGGTAATA TCGGGAAACC TCCTCGGATT CCATTGCCCA GCTATCTGTC

     781
ACTTCATCAA AAGGACAGTA GAAAAGGAAG GTGGCACCTA CAAATGCCAT CATTGCGATA

     841
AAGGAAAGGC TATCGTTCAA GATGCCTCTG CCGACAGTGG TCCCAAAGAT GGACCCCCAC

     901
CCACGAGGAG CATCGTGGAA AAAGAAGACG TTCCAACCAC GTCTTCAAAG CAAGTGGATT

     961
GATGTGATAT CTCCACTGAC GTAAGGGATG ACGCACAATC CCACTATCCT TCGCAAGACC

    1021
CTTCCTCTAT ATAAGGAAGT TCATTTCATT TGGAGAGGAC GACCCCGATA TGAAAAAGCC

    1081
TGAACTCACC GCGACGTCTG TCGAGAAGTT TCTGATCGAA AAGTTCGACA GCGTCTCCGA

    1141
CCTGATGCAG CTCTCGGAGG GCGAAGAATC TCGTGCTTTC AGCTTCGATG TAGGAGGGCG

    1201
TGGATATGTC CTGCGGGTAA ATAGCTGCGC CGATGGTTTC TACAAAGATC GTTATGTTTA

    1261
TCGGCACTTT GCATCGGCCG CGCTCCCGAT TCCGGAAGTG CTTGACATTG GGGAATTCAG

    1321
CGAGAGCCTG ACCTATTGCA TCTCCCGCCG TGCACAGGGT GTCACGTTGC AAGACCTGCC

    1381
TGAACCGAAC TGCCCGCTGT TCTGCAGGTA AATTTCTAGT TTTTCTCCTT CATTTTCTTG

    1441
GTTAGGACCC TTTTCTCTTT TTATTTTTTT GAGCTTTGAT CTTTCTTTAA ACTGATCTAT

    1501
TTTTTAATTG ATTGGTTATG GTGTAAATAT TACATAGCTT TAACTGATAA TCTGATTACT


                                                        NcoI


                                                       ~~~~~~

    1561
TTATTTCGTG TGTCTATGAT GATGATGATA ACTGCAGCCG GTCGCGGAGG CCATGGATGC

    1621
GATCGCTGCG GCCGATCTTA GCCAGACGAG CGGGTTCGGC CCATTCGGAC CGCAAGGAAT

    1681
CGGTCAATAC ACTACATGGC GTGATTTCAT ATGCGCGATT GCTGATCCCC ATGTGTATCA

    1741
CTGGCAAACT GTGATGGACG ACACCGTCAG TGCGTCCGTC GCGCAGGCTC TCGATGAGCT

    1801
GATGCTTTGG GCCGAGGACT GCCCCGAAGT CCGGCACCTC GTGCACGCGG ATTTCGGCTC

    1861
CAACAATGTC CTGACGGACA ATGGCCGCAT AACAGCGGTC ATTGACTGGA GCGAGGCGAT

    1921
GTTCGGGGAT TCCCAATACG AGGTCGCCAA CATCTTCTTC TGGAGGCCGT GGTTGGCTTG

    1981
TATGGAGCAG CAGACGCGCT ACTTCGAGCG GAGGCATCCG GAGCTTGCAG GATCGCCGCG

    2041
GCTCCGGGCG TATATGCTCC GCATTGGTCT TGACCAACTC TATCAGAGCT TGGTTGACGG

    2101
CAATTTCGAT GATGCAGCTT GGGCGCAGGG TCGATGCGAC GCAATCGTCC GATCCGGAGC

    2161
CGGGACTGTC GGGCGTACAC AAATCGCCCG CAGAAGCGCG GCCGTCTGGA CCGATGGCTG


       ScaI


      ~~~~~~~

    2221
TGTAGAAGTA CTCGCCGATA GTGGAAACCG ACGCCCCAGC ACTCGTCCGA GGGCAAAGGA


                               SacI


                              ~~~~~~~

    2281
ATAGAGTAGA TGCCGACCGG GATCCGGAGA GCTCGAATTT CCCCGATCGT TCAAACATTT

    2341
GGCAATAAAG TTTCTTAAGA TTGAATCCTG TTGCCGGTCT TGCGATGATT ATCATATAAT

    2401
TTCTGTTGAA TTACGTTAAG CATGTAATAA TTAACATGTA ATGCATGACG TTATTTATGA

    2461
GATGGGTTTT TATGATTAGA GTCCCGCAAT TATACATTTA ATACGCGATA GAAAACAAAA

    2521
TATAGCGCGC AAACTAGGAT AAATTATCGC GCGCGGTGTC ATCTATGTTA CTAGATCGGG

    2581
AATTCATCGA TGATATCAGA TCAAGGGTGG GCGCGCCGAC CCAGCTTTCT TGTACAAAGT


            XhoI                  HindIII


           ~~~~~~                 ~~~~~~

    2641
GGTGATCCCC CTCGAGGTCG ACGGTATCGA TAAGCTTGAT ATCGAATTCC TGCAGCCCAT


                                                           HindIII


                                                           ~~~~~~

    2701
CAACAAGTTT GTACAAAAAA GCAGGCTTTG GCCGCTCCCT GGCCGACTTG GCCCAAGCTT

    2761
GCATGCCAGC TTGCATGCCT GCAGTGCAGC GTGACCCGGT CGTGCCCCTC TCTAGAGATA

    2821
ATGAGCATTG CATGTCTAAG TTATAAAAAA TTACCACATA TTTTTTTTGT CACACTTGTT

    2881
TGAAGTGCAG TTTATCTATC TTTATACATA TATTTAAACT TTACTCTACG AATAATATAA


      ScaI


     ~~~~~~~

    2941
TCTATAGTAC TACAATAATA TCAGTGTTTT AGAGAATCAT ATAAATGAAC AGTTAGACAT

    3001
GGTCTAAAGG ACAATTGAGT ATTTTGACAA CAGGACTCTA CAGTTTTATC TTTTTAGTGT

    3061
GCATGTGTTC TCCTTTTTTT TTGCAAATAG CTTCACCTAT ATAATACTTC ATCCATTTTA

    3121
TTAGTACATC CATTTAGGGT TTAGGGTTAA TGGTTTTTAT AGACTAATTT TTTTAGTACA

    3181
TCTATTTTAT TCTATTTTAG CCTCTAAATT AAGAAAACTA AAACTCTATT TTAGTTTTTT

    3241
TATTTAATAA TTTAGATATA AAATAGAATA AAATAAAGTG ACTAAAAATT AAACAAATAC

    3301
CCTTTAAGAA ATTAAAAAAA CTAAGGAAAC ATTTTTCTTG TTTCGAGTAG ATAATGCCAG

    3361
CCTGTTAAAC GCCGTCGACG AGTCTAACGG ACACCAACCA GCGAACCAGC AGCGTCGCGT


                                                           XhoI


                                                          ~~~~~~

    3421
CGGGCCAAGC GAAGCAGACG GCACGGCATC TCTGTCGCTG CCTCTGGACC CCTCTCGAGA

    3481
GTTCCGCTCC ACCGTTGGAC TTGCTCCGCT GTCGGCATCC AGAAATTGCG TGGCGGAGCG

    3541
GCAGACGTGA GCCGGCACGG CAGGCGGCCT CCTCCTCCTC TCACGGCACC GGCAGCTACG

    3601
GGGGATTCCT TTCCCACCGC TCCTTCGCTT TCCCTTCCTC GCCCGCCGTA ATAAATAGAC

    3661
ACCCCCTCCA CACCCTCTTT CCCCAACCTC GTGTTGTTCG GAGCGCACAC ACACACAACC

    3721
AGATCTCCCC CAAATCCACC CGTCGGCACC TCCGCTTCAA GGTACGCCGC TCGTCCTCCC


                                             NcoI     ApaI


                                            ~~~~~~   ~~~~~~~

    3781
CCCCCCCCCC TCTCTACCTT CTCTAGATCG GCGTTCCGGT CCATGGTTAG GGCCCGGTAG

    3841
TTCTACTTCT GTTCATGTTT GTGTTAGATC CGTGTTTGTG TTAGATCCGT GCTGCTAGCG

    3901
TTCGTACACG GATGCGACCT GTACGTCAGA CACGTTCTGA TTGCTAACTT GCCAGTGTTT

    3961
CTCTTTGGGG AATCCTGGGA TGGCTCTAGC CGTTCCGCAG ACGGGATCGA TTTCATGATT

    4021
TTTTTTGTTT CGTTGCATAG GGTTTGGTTT GCCCTTTTCC TTTATTTCAA TATATGCCGT

    4081
GCACTTGTTT GTCGGGTCAT CTTTTCATGC TTTTTTTTGT CTTGGTTGTG ATGATGTGGT

    4141
CTGGTTGGGC GGTCGTTCTA GATCGGAGTA GAATTAATTC TGTTTCAAAC TACCTGGTGG

    4201
ATTTATTAAT TTTGGATCTG TATGTGTGTG CCATACATAT TCATAGTTAC GAATTGAAGA

    4261
TGATGGATGG AAATATCGAT CTAGGATAGG TATACATGTT GATGCGGGTT TTACTGATGC

    4321
ATATACAGAG ATGCTTTTTG TTCGCTTGGT TGTGATGATG TGGTGTGGTT GGGCGGTCGT

    4381
TCATTCGTTC TAGATCGGAG TAGAATACTG TTTCAAACTA CCTGGTGTAT TTATTAATTT

    4441
TGGAACTGTA TGTGTGTGTC ATACATCTTC ATAGTTACGA GTTTAAGATG GATGGAAATA

    4501
TCGATCTAGG ATAGGTATAC ATGTTGATGT GGGTTTTACT GATGCATATA CATGATGGCA

    4561
TATGCAGCAT CTATTCATAT GCTCTAACCT TGAGTACCTA TCTATTATAA TAAACAAGTA

    4621
TGTTTTATAA TTATTTTGAT CTTGATATAC TTGGATGATG GCATATGCAG CAGCTATATG

    4681
TGGATTTTTT TAGCCCTGCC TTCATACGCT ATTTATTTGC TTGGTACTGT TTCTTTTGTC

    4741
GATGCTCACC CTGTTGTTTG GTGTTACTTC TGCAGGTCGA CTCTAGAGGA TCCCCCTAGA

    4801
ACATGGATCC CTACAGGGTA AATTTCTAGT TTTTCTCCTT CATTTTCTTG GTTAGGACCC

    4861
TTTTCTCTTT TTATTTTTTT GAGCTTTGAT CTTTCTTTAA ACTGATCTAT TTTTTAATTG

    4921
ATTGGTTATG GTGTAAATAT TACATAGCTT TAACTGATAA TCTGATTACT TTATTTCGTG

    4981
TGTCTATGAT GATGATGATA GTTACAGAAC CGTCGACTCG TCCGTCCTGT AGAAACCCCA

    5041
ACCCGTGAAA TCAAAAAACT CGACGGCCTG TGGGCATTCA GTCTGGATCG CGAAAACTGT

    5101
GGAATTGATC AGCGTTGGTG GGAAAGCGCG TTACAAGAAA GCCGGGCAAT TGCTGTGCCA

    5161
GGCAGTTTTA ACGATCAGTT CGCCGATGCA GATATTCGTA ATTATGCGGG CAACGTCTGG

    5221
TATCAGCGCG AAGTCTTTAT ACCGAAAGGT TGGGCAGGCC AGCGTATCGT GCTGCGTTTC

    5281
GATGCGGTCA CTCATTACGG CAAAGTGTGG GTCAATAATC AGGAAGTGAT GGAGCATCAG


                                                               SnaBI


                                                               ~~

    5341
GGCGGCTATA CGCCATTTGA AGCCGATGTC ACGCCGTATG TTATTGCCGG GAAAAGTGTA


SnaBI


~~~~

    5401
CGTATCACCG TTTGTGTGAA CAACGAACTG AACTGGCAGA CTATCCCGCC GGGAATGGTG

    5461
ATTACCGACG AAAACGGCAA GAAAAAGCAG TCTTACTTCC ATGATTTCTT TAACTATGCC

    5521
GGAATCCATC GCAGCGTAAT GCTCTACACC ACGCCGAACA CCTGGGTGGA CGATATCACC

    5581
GTGGTGACGC ATGTCGCGCA AGACTGTAAC CACGCGTCTG TTGACTGGCA GGTGGTGGCC

    5641
AATGGTGATG TCAGCGTTGA ACTGCGTGAT GCGGATCAAC AGGTGGTTGC AACTGGACAA

    5701
GGCACTAGCG GGACTTTGCA AGTGGTGAAT CCGCACCTCT GGCAACCGGG TGAAGGTTAT

    5761
CTCTATGAAC TGTGCGTCAC AGCCAAAAGC CAGACAGAGT GTGATATCTA CCCGCTTCGC

    5821
GTCGGCATCC GGTCAGTGGC AGTGAAGGGC GAACAGTTCC TGATTAACCA CAAACCGTTC

    5881
TACTTTACTG GCTTTGGTCG TCATGAAGAT GCGGACTTGC GTGGCAAAGG ATTCGATAAC

    5941
GTGCTGATGG TGCACGACCA CGCATTAATG GACTGGATTG GGGCCAACTC CTACCGTACC

    6001
TCGCATTACC CTTACGCTGA AGAGATGCTC GACTGGGCAG ATGAACATGG CATCGTGGTG

    6061
ATTGATGAAA CTGCTGCTGT CGGCTTTAAC CTCTCTTTAG GCATTGGTTT CGAAGCGGGC

    6121
AACAAGCCGA AAGAACTGTA CAGCGAAGAG GCAGTCAACG GGGAAACTCA GCAAGCGCAC

    6181
TTACAGGCGA TTAAAGAGCT GATAGCGCGT GACAAAAACC ACCCAAGCGT GGTGATGTGG

    6241
AGTATTGCCA ACGAACCGGA TACCCGTCCG CAAGGTGCAC GGGAATATTT CGCGCCACTG

    6301
GCGGAAGCAA CGCGTAAACT CGACCCGACG CGTCCGATCA CCTGCGTCAA TGTAATGTTC

    6361
TGCGACGCTC ACACCGATAC CATCAGCGAT CTCTTTGATG TGCTGTGCCT GAACCGTTAT

    6421
TACGGATGGT ATGTCCAAAG CGGCGATTTG GAAACGGCAG AGAAGGTACT GGAAAAAGAA

    6481
CTTCTGGCCT GGCAGGAGAA ACTGCATCAG CCGATTATCA TCACCGAATA CGGCGTGGAT

    6541
ACGTTAGCCG GGCTGCACTC AATGTACACC GACATGTGGA GTGAAGAGTA TCAGTGTGCA

    6601
TGGCTGGATA TGTATCACCG CGTCTTTGAT CGCGTCAGCG CCGTCGTCGG TGAACAGGTA

    6661
TGGAATTTCG CCGATTTTGC GACCTCGCAA GGCATATTGC GCGTTGGCGG TAACAAGAAA

    6721
GGGATCTTCA CTCGCGACCG CAAACCGAAG TCGGCGGCTT TTCTGCTGCA AAAACGCTGG

    6781
ACTGGCATGA ACTTCGGTGA AAAACCGCAG CAGGGAGGCA AACAATGAAT CAACAACTCT


                                               SacI


                                              ~~~~~~

    6841
CCTGGCGCAC CATCGTCGGC TACAGCCTCG GGAATTGCTA CCGAGCTCGA ATTTCCCCGA

    6901
TCGTTCAAAC ATTTGGCAAT AAAGTTTCTT AAGATTGAAT CCTGTTGCCG GTCTTGCGAT

    6961
GATTATCATA TAATTTCTGT TGAATTACGT TAAGCATGTA ATAATTAACA TGTAATGCAT

    7021
GACGTTATTT ATGAGATGGG TTTTTATGAT TAGAGTCCCG CAATTATACA TTTAATACGC

    7081
GATAGAAAAC AAAATATAGC GCGCAAACTA GGATAAATTA TCGCGCGCGG TGTCATCTAT


                                         ApaI


                                        ~~~~~~~

    7141
GTTACTAGAT CGGGAATTCA TCGATGATAT CAGATCCGGG CCCTCTAGAT GCGGCCATCT

    7201
AGACCCAGCT TTCTTGTACA AAGTGGTTGA TCCTTGACAG GATATATTGG CGGGTAAACT

    7261
AAGTCGCTGT ATGTGTTGTT GAGATCTCAT GTGAGCAAAA GGCCAGCAAA AGGCCAGGAA

    7321
CCGTAAAAAG GCCGCGTTGC TGGCGTTTTT CCATAGGCTC CGCCCCCCTG ACGAGCATCA

    7381
CAAAAATCGA CGCTCAAGTC AGAGGTGGCG AAACCCGACA GGACTATAAA GATACCAGGC

    7441
GTTTCCCCCT GGAAGCTCCC TCGTGCGCTC TCCTGTTCCG ACCCTGCCGC TTACCGGATA

    7501
CCTGTCCGCC TTTCTCCCTT CGGGAAGCGT GGCGCTTTCT CATAGCTCAC GCTGTAGGTA

    7561
TCTCAGTTCG GTGTAGGTCG TTCGCTCCAA GCTGGGCTGT GTGCACGAAC CCCCCGTTCA

    7621
GCCCGACCGC TGCGCCTTAT CCGGTAACTA TCGTCTTGAG TCCAACCCGG TAAGACACGA

    7681
CTTATCGCCA CTGGCAGCAG CCACTGGTAA CAGGATTAGC AGAGCGAGGT ATGTAGGCGG

    7741
TGCTACAGAG TTCTTGAAGT GGTGGCCTAA CTACGGCTAC ACTAGAAGAA CAGTATTTGG

    7801
TATCTGCGCT CTGCTGAAGC CAGTTACCTT CGGAAGAAGA GTTGGTAGCT CTTGATCCGG

    7861
CAAACAAACC ACCGCTGGTA GCGGTGGTTT TTTTGTTTGC AAGCAGCAGA TTACGCGCAG

    7921
AAAAAAAGGA TCTCAAGAAG ATCCTTTGAT CTTTTCTACG GGGTCTGACG CTCAGTGGAA

    7981
CGAAAACTCA CGTTAAGGGA TTTTGGTCAT GAGATTATCA AAAAGGATCT TCACCTAGAT

    8041
CCTTTTAAAT TAAAAATGAA GTTTTAAATC AATCTAAAGT ATATATGTGT AACATTGGTC

    8101
TAGTGATTAG AAAAACTCAT CGAGCATCAA ATGAAACTGC AATTTATTCA TATCAGGATT

    8161
ATCAATACCA TATTTTTGAA AAAGCCGTTT CTGTAATGAA GGAGAAAACT CACCGAGGCA

    8221
GTTCCATAGG ATGGCAAGAT CCTGGTATCG GTCTGCGATT CCGACTCGTC CAACATCAAT

    8281
ACAACCTATT AATTTCCCCT CGTCAAAAAT AAGGTTATCA AGTGAGAAAT CACCATGAGT

    8341
GACGACTGAA TCCGGTGAGA ATGGCAAAAG TTTATGCATT TCTTTCCAGA CTTGTTCAAC

    8401
AGGCCAGCCA TTACGCTCGT CATCAAAATC ACTCGCATCA ACCAAACCGT TATTCATTCG

    8461
TGATTGCGCC TGAGCGAGAC GAAATACGCG ATCGCTGTTA AAAGGACAAT TACAAACAGG

    8521
AATCGAATGC AACCGGCGCA GGAACACTGC CAGCGCATCA ACAATATTTT CACCTGAATC

    8581
AGGATATTCT TCTAATACCT GGAATGCTGT TTTCCCTGGG ATCGCAGTGG TGAGTAACCA

    8641
TGCATCATCA GGAGTACGGA TAAAATGCTT GATGGTCGGA AGAGGCATAA ATTCCGTCAG

    8701
CCAGTTTAGT CTGACCATCT CATCTGTAAC AACATTGGCA ACGCTACCTT TGCCATGTTT

    8761
CAGAAACAAC TCTGGCGCAT CGGGCTTCCC ATACAATCGG TAGATTGTCG CACCTGATTG

    8821
CCCGACATTA TCGCGAGCCC ATTTATACCC ATATAAATCA GCATCCATGT TGGAATTTAA

    8881
TCGCGGCCTT GAGCAAGACG TTTCCCGTTG AATATGGCTC ATAACACCCC TTGTATTACT

    8941
GTTTATGTAA GCAGACAGTT TTATTGTTCA TGATGATATA TTTTTATCTT GTGCAATGTA

    9001
ACATCAGAGA TTTTGAGACA CAACGTGGCT TTGTTGAATA AATCGAACTT TTGCTGAGTT

    9061
GAAGGATCAG ATCACGCATC TTCCCGACAA CGCAGACCGT TCCGTGGCAA AGCAAAAGTT

    9121
CAAAATCACC AACTGGTCCA CCTACAACAA AGCTCTCATC AACCGTGGCT CCCTCACTTT

    9181
CTGGCTGGAT GATGGGGCGA TTCAGGCGAT CCCCATCCAA CAGCCCGCCG TCGAGCGGGC

    9241
T
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