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      1
TTTTTATCCC CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC

      51
GCTAATGCCC CGCAAAGCCT TGATTCACGG GGCTTTCCGG CCCGCTCCAA

     101
AAACTATCCA CGTGAAATCG CTAATCAGGG TACGTGAAAT CGCTAATCGG

     151
AGTACGTGAA ATCGCTAATA AGGTCACGTG AAATCGCTAA TCAAAAAGGC

     201
ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC AAACACCCCT

     251
CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT

     301
TATGAATATA TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG

     351
CTACGCGCAC CGGCTCCGCC CGTGGACAAC CGCAAGCGGT TGCCCACCGT

     401
CGAGCGCCAG CGCCTTTGCC CACAACCCGG CGGCCGGCCG CAACAGATCG

     451
TTTTATAAAT TTTTTTTTTT GAAAAAGAAA AAGCCCGAAA GGCGGCAACC


                                    BglII


                                    ~~~~~~

     501
TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT GGCAGGATAT


                                                 NotI


                                                 ~~~~~

     551
ATTGTGGTGT AACGTATCAC AAGTTTGTAC AAAAAAGCAG GCTCCGCGGC


NotI


~~~

     601
CGCCCCCTTC ACCTAGACTC GACGCGTCCT AGAGATCCGT CAACATGGTG

     651
GAGCACGACA CTCTCGTCTA CTCCAAGAAT ATCAAAGATA CAGTCTCAGA

     701
AGACCAAAGG GCTATTGAGA CTTTTCAACA AAGGGTAATA TCGGGAAACC

     751
TCCTCGGATT CCATTGCCCA GCTATCTGTC ACTTCATCAA AAGGACAGTA

     801
GAAAAGGAAG GTGGCACCTA CAAATGCCAT CATTGCGATA AAGGAAAGGC

     851
TATCGTTCAA GATGCCTCTG CCGACAGTGG TCCCAAAGAT GGACCCCCAC

     901
CCACGAGGAG CATCGTGGAA AAAGAAGACG TTCCAACCAC GTCTTCAAAG

     951
CAAGTGGATT GATGTGATAT CTCCACTGAC GTAAGGGATG ACGCACAATC

    1001
CCACTATCCT TCGCAAGACC CTTCCTCTAT ATAAGGAAGT TCATTTCATT

    1051
TGGAGAGGAC GACCCCGATA TGAAAAAGCC TGAACTCACC GCGACGTCTG

    1101
TCGAGAAGTT TCTGATCGAA AAGTTCGACA GCGTCTCCGA CCTGATGCAG

    1151
CTCTCGGAGG GCGAAGAATC TCGTGCTTTC AGCTTCGATG TAGGAGGGCG

    1201
TGGATATGTC CTGCGGGTAA ATAGCTGCGC CGATGGTTTC TACAAAGATC

    1251
GTTATGTTTA TCGGCACTTT GCATCGGCCG CGCTCCCGAT TCCGGAAGTG

    1301
CTTGACATTG GGGAATTCAG CGAGAGCCTG ACCTATTGCA TCTCCCGCCG

    1351
TGCACAGGGT GTCACGTTGC AAGACCTGCC TGAAACCGAA CTGCCCGCTG

    1401
TTCTGCAGGT AAATTTCTAG TTTTTCTCCT TCATTTTCTT GGTTAGGACC

    1451
CTTTTCTCTT TTTATTTTTT TGAGCTTTGA TCTTTCTTTA AACTGATCTA

    1501
TTTTTTAATT GATTGGTTAT GGTGTAAATA TTACATAGCT TTAACTGATA

    1551
ATCTGATTAC TTTATTTCGT GTGTCTATGA TGATGATGAT AACTGCAGCC


             NcoI


            ~~~~~~

    1601
GGTCGCGGAG GCCATGGATG CGATCGCTGC GGCCGATCTT AGCCAGACGA

    1651
GCGGGTTCGG CCCATTCGGA CCGCAAGGAA TCGGTCAATA CACTACATGG

    1701
CGTGATTTCA TATGCGCGAT TGCTGATCCC CATGTGTATC ACTGGCAAAC

    1751
TGTGATGGAC GACACCGTCA GTGCGTCCGT CGCGCAGGCT CTCGATGAGC

    1801
TGATGCTTTG GGCCGAGGAC TGCCCCGAAG TCCGGCACCT CGTGCACGCG

    1851
GATTTCGGCT CCAACAATGT CCTGACGGAC AATGGCCGCA TAACAGCGGT

    1901
CATTGACTGG AGCGAGGCGA TGTTCGGGGA TTCCCAATAC GAGGTCGCCA

    1951
ACATCTTCTT CTGGAGGCCG TGGTTGGCTT GTATGGAGCA GCAGACGCGC

    2001
TACTTCGAGC GGAGGCATCC GGAGCTTGCA GGATCGCCGC GGCTCCGGGC

    2051
GTATATGCTC CGCATTGGTC TTGACCAACT CTATCAGAGC TTGGTTGACG

    2101
GCAATTTCGA TGATGCAGCT TGGGCGCAGG GTCGATGCGA CGCAATCGTC

    2151
CGATCCGGAG CCGGGACTGT CGGGCGTACA CAAATCGCCC GCAGAAGCGC

    2201
GGCCGTCTGG ACCGATGGCT GTGTAGAAGT ACTCGCCGAT AGTGGAAACC

    2251
GACGCCCCAG CACTCGTCCG AGGGCAAAGG AATAGAGTAG ATGCCGACCG


BamHI     SacI


~~~~~~   ~~~~~~~

    2301
GGATCCGGAG AGCTCGAATT TCCCCGATCG TTCAAACATT TGGCAATAAA

    2351
GTTTCTTAAG ATTGAATCCT GTTGCCGGTC TTGCGATGAT TATCATATAA

    2401
TTTCTGTTGA ATTACGTTAA GCATGTAATA ATTAACATGT AATGCATGAC

    2451
GTTATTTATG AGATGGGTTT TTATGATTAG AGTCCCGCAA TTATACATTT

    2501
AATACGCGAT AGAAAACAAA ATATAGCGCG CAAACTAGGA TAAATTATCG


                                        ClaI


                                       ~~~~~~~

    2551
CGCGCGGTGT CATCTATGTT ACTAGATCGG GAATTCATCG ATGATATCAG

    2601
ATCAAGGGTG GGCGCGCCGA ACCAGCTTTC TTGTACAAAG TGGTGATCCC


                        HindIII                   XmaI


                        ~~~~~~                    ~~~~


  XhoI            ClaI                            SmaI


 ~~~~~~          ~~~~~~~                          ~~~~

    2651
CCTCGAGGTC GACGGTATCG ATAAGCTTGA TATCGAATTC CTGCAGCCCG


SmaI            XbaI


~~             ~~~~~~~


XmaI     SpeI


~~      ~~~~~~~


  BamHI                 NotI              SacI


  ~~~~~~              ~~~~~~~~           ~~~~~~~

    2701
GGGGATCCAC TAGTTCTAGA GCGGCCGCCA CCGCGGTGGA GCTCCAGCTT

    2751
TTGTTCCCTT TAGTGAGGGT TAATTCCGAG CTTGGCGTAA TCATGGTCAT

    2801
AGCTGTTTCC TGTGTGAAAT TGTTATCCGC TCACAATTCC ACACAACATA

    2851
CGAGCCGGAA GHCATAAAGT GTAAAGCCTG GGGTGCCTAA TGAGTGAGCT

    2901
AACTCACATT AATTGCGTTG CGCTCACTGC CCGCTTTCCA GTCGGGAAAC

    2951
CTGTCGTGCC AGCTGCATTA ATGAATCGGC CAACGCGCGG GGAGAGGCGG

    3001
TTTGCGTATT GGGCGCTCTT CCGCTTCCTC GCTCACTGAC TCGCTGCGCT

    3051
CGGTCGTTCG GCTGCGGCGA GCGGTATCAG CTCACTCAAA GGCGGTAATA


                                                StuI


                                               ~~~~~~

    3101
CGGTTATCCA CAGAATCAGG GGATAACGCA GGAAAGAACA TGAAGGCCTT


                                                    BglII


                                                    ~~

    3151
GACAGGATAT ATTGGCGGGT AAACTAAGTC GCTGTATGTG TTTGTTTGAG


BglII


~~~~

    3201
ATCTCATGTG AGCAAAAGGC CAGCAAAAGG CCAGGAACCG TAAAAAGGCC

    3251
GCGTTGCTGG CGTTTTTCCA TAGGCTCCGC CCCCCTGACG AGCATCACAA

    3301
AAATCGACGC TCAAGTCAGA GGTGGCGAAA CCCGACAGGA CTATAAAGAT

    3351
ACCAGGCGTT TCCCCCTGGA AGCTCCCTCG TGCGCTCTCC TGTTCCGACC

    3401
CTGCCGCTTA CCGGATACCT GTCCGCCTTT CTCCCTTCGG GAAGCGTGGC

    3451
GCTTTCTCAT AGCTCACGCT GTAGGTATCT CAGTTCGGTG TAGGTCGTTC

    3501
GCTCCAAGCT GGGCTGTGTG CACGAACCCC CCGTTCAGCC CGACCGCTGC

    3551
GCCTTATCCG GTAACTATCG TCTTGAGTCC AACCCGGTAA GACACGACTT

    3601
ATCGCCACTG GCAGCAGCCA CTGGTAACAG GATTAGCAGA GCGAGGTATG

    3651
TAGGCGGTGC TACAGAGTTC TTGAAGTGGT GGCCTAACTA CGGCTACACT

    3701
AGAAGAACAG TATTTGGTAT CTGCGCTCTG CTGAAGCCAG TTACCTTCGG

    3751
AAGAAGAGTT GGTAGCTCTT GATCCGGCAA ACAAACCACC GCTGGTAGCG

    3801
GTGGTTTTTT TGTTTGCAAG CAGCAGATTA CGCGCAGAAA AAAAGGATCT

    3851
CAAGAAGATC CTTTGATCTT TTCTACGGGG TCTGACGCTC AGTGGAACGA

    3901
AAACTCACGT TAAGGGATTT TGGTCATGAG ATTATCAAAA AGGATCTTCA

    3951
CCTAGATCCT TTTAAATTAA AAATGAAGTT TTAAATCAAT CTAAAGTATA

    4001
TATGTGTAAC ATTGGTCTAG TGATTAGAAA AACTCATCGA GCATCAAATG

    4051
AAACTGCAAT TTATTCATAT CAGGATTATC AATACCATAT TTTTGAAAAA

    4101
GCCGTTTCTG TAATGAAGGA GAAAACTCAC CGAGGCAGTT CCATAGGATG

    4151
GCAAGATCCT GGTATCGGTC TGCGATTCCG ACTCGTCCAA CATCAATACA

    4201
ACCTATTAAT TTCCCCTCGT CAAAAATAAG GTTATCAAGT GAGAAATCAC

    4251
CATGAGTGAC GACTGAATCC GGTGAGAATG GCAAAAGTTT ATGCATTTCT

    4301
TTCCAGACTT GTTCAACAGG CCAGCCATTA CGCTCGTCAT CAAAATCACT

    4351
CGCATCAACC AAACCGTTAT TCATTCGTGA TTGCGCCTGA GCGAGACGAA

    4401
ATACGCGATC GCTGTTAAAA GGACAATTAC AAACAGGAAT CGAATGCAAC

    4451
CGGCGCAGGA ACACTGCCAG CGCATCAACA ATATTTTCAC CTGAATCAGG

    4501
ATATTCTTCT AATACCTGGA ATGCTGTTTT CCCTGGGATC GCAGTGGTGA

    4551
GTAACCATGC ATCATCAGGA GTACGGATAA AATGCTTGAT GGTCGGAAGA

    4601
GGCATAAATT CCGTCAGCCA GTTTAGTCTG ACCATCTCAT CTGTAACAAC

    4651
ATTGGCAACG CTACCTTTGC CATGTTTCAG AAACAACTCT GGCGCATCGG

    4701
GCTTCCCATA CAATCGGTAG ATTGTCGCAC CTGATTGCCC GACATTATCG

    4751
CGAGCCCATT TATACCCATA TAAATCAGCA TCCATGTTGG AATTTAATCG

    4801
CGGCCTTGAG CAAGACGTTT CCCGTTGAAT ATGGCTCATA ACACCCCTTG

    4851
TATTACTGTT TATGTAAGCA GACAGTTTTA TTGTTCATGA TGATATATTT

    4901
TTATCTTGTG CAATGTAACA TCAGAGATTT TGAGACACAA CGTGGCTTTG

    4951
TTGAATAAAT CGAACTTTTG CTGAGTTGAA GGATCAGATC ACGCATCTTC

    5001
CCGACAACGC AGACCGTTCC GTGGCAAAGC AAAAGTTCAA AATCACCAAC

    5051
TGGTCCACCT ACAACAAAGC TCTCATCAAC CGTGGCTCCC TCACTTTCTG

    5101
GCTGGATGAT GGGGCGATTC AGGCGATCCC CATCCAACAG CCCGCCGTCG

    5151
AGCGGGCT
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Misc. Feature (5 total)



LB




Start: 540   End: 563 



35S-Hyg-nos




Start: 614   End: 2603



LacZ




Start: 2648  End: 2799 (Complementary)



RB




Start: 3150  End: 3174



npt1




Start: 4026  End: 4837 (Complementary)


Replication Origin (2 total)



pSa-ORI




Start: 27    End: 510 



colEI ori




Start: 3208  End: 3931

