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     1
TTTTTATCCC CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC GCTAATGCCC

      61
CGCAAAGCCT TGATTCACGG GGCTTTCCGG CCCGCTCCAA AAACTATCCA CGTGAAATCG

     121
CTAATCAGGG TACGTGAAAT CGCTAATCGG AGTACGTGAA ATCGCTAATA AGGTCACGTG

     181
AAATCGCTAA TCAAAAAGGC ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC

     241
AAACACCCCT CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT

     301
TATGAATATA TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG CTACGCGCAC

     361
CGGCTCCGCC CGTGGACAAC CGCAAGCGGT TGCCCACCGT CGAGCGCCAG CGCCTTTGCC

     421
CACAACCCGG CGGCCGGCCG CAACAGATCG TTTTATAAAT TTTTTTTTTT GAAAAAGAAA


                                                          BglII


                                                          ~~~~~~

     481
AAGCCCGAAA GGCGGCAACC TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT


                                                             NotI


                                                             ~~~~

     541
GGCAGGATAT ATTGTGGTGT AACGTATCAA CAAGTTTGTA CAAAAAAGCA GGCTCCGCGG


NotI           EcoRV


~~~~           ~~~~~~~

     601
CCGCCCCCTT CACCGATATC GTACCCCTAC TCCAAAAATG TCAAAGATAC AGTCTCAGAA

     661
GACCAAAGGG CTATTGAGAC TTTTCAACAA AGGGTAATTT CGGGAAACCT CCTCGGATTC

     721
CATTGCCCAG CTATCTGTCA CTTCATCGAA AGGACAGTAG AAAAGGAAGG TGGCTCCTAC

     781
AAATGCCATC ATTGCGATAA AGGAAAGGCT ATCATTCAAG ATGCCTCTGC CGACAGTGGT

     841
CCCAAAGATG GACCCCCACC CACGAGGAGC ATCGTGGAAA AAGAAGACGT TCCAACCACG

     901
TCTTCAAAGC AAGTGGATTG ATGTGACATC TCCACTGACG TAAGGGATGA CGCACAATCC

     961
CACTATCCTT CGCAAGACCC TTCCTCTATA TAAGGAAGTT CATTTCATTT GGAGAGGACA

    1021
GCCCAAGCTG GCATGATTGA ACAAGATGGA TTGCACGCAG GTTCTCCGGC CGCTTGGGTG

    1081
GAGAGGCTAT TCGGCTATGA CTGGGCACAA CAGACAATCG GCTGCTCTGA TGCCGCCGTG

    1141
TTCCGGCTGT CAGCGCAGGG GCGCCCGGTT CTTTTTGTCA AGACCGACCT GTCCGGTGCC

    1201
CTGAATGAAC TCCAAGACGA GGCAGCGCGG CTATCGTGGC TGGCCACGAC GGGCGTTCCT

    1261
TGCGCAGCTG TGCTCGACGT TGTCACTGAA GCGGGAAGGG ACTGGCTGCT ATTGGGCGAA

    1321
GTGCCGGGGC AGGATCTCCT GTCATCTCAC CTTGCTCCTG CCGAGAAAGT ATCCATCATG

    1381
GCTGATGCAA TGCGGCGGCT GCATACGCTT GATCCGGCTA CCTGCCCATT CGACCACCAA

    1441
GCGAAACATC GCATCGAGCG AGGACGTACT CGGATGGAAG CCGGTCTTGT CGATCAGGAT

    1501
GATCTGGACG AAGAGCATCA GGGGCTCGCG CCAGCCGAAC TGTTCGCCAG GCTCAAGGCG

    1561
CGGATGCCCG ACGGCGAGGA TCTCGTCGTG ACCCAGGGCG ATGCCTGCTT GCCGAATATC

    1621
ATGGTGGAAA ATGGCCGCTT TTCTGGATTC ATCGACTGTG GCCGGCTGGG TGTGGCGGAC

    1681
CGCTATCAGG ACATAGCGTT GGCTACCCGT GATATTGCTG AAGAGCTTGG CGGCGAATGG

    1741
GCTGACCGCT TCCTCGTGCT TTACGGTATC GCCGCTCCCG ATTCGCAGCG CATCGCCTTC

    1801
TATCGCCTTC TTGACGAGTT CTTCTGAGCG GGACTCTGGG GTTCGGACTC TAGCTAGAGG

    1861
ATCAATTCGG TACGCTGAAA TCACCAGTCT CTCTCTACAA ATCTATCTCT CTCTATTTTC

    1921
TCCATAAATA ATGTGTGAGT AGTTTCCCGA TAAGGGAAAT TAGGGTTCTT ATAGGGTTTC

    1981
GCTCATGTGT TGAGCATATA AGAAACCCTT AGTATGTATT TGTATTTGTA AAATACTTCT


                                                          EcoRV


                                                          ~~~~~~


                                                        ClaI


                                                       ~~~~~~

    2041
ATCAATAAAA TTTCTAATTC CTAAAACCAA AATCCAGTAC TAAAATCCAG ATCGATATCA


                                                     XhoI


                                                    ~~~~~~~


                                                            SalI


                                                           ~~~~~~

    2101
AGGGTGGGCG CGCCGACCCA GCTTTCTTGT ACAAAGTGGT TGATCCCCCT CGAGGTCGAC


                EcoRV


                ~~~~~~~


         HindIII              PstI


         ~~~~~~~             ~~~~~~~


    ClaI               EcoRI


   ~~~~~~              ~~~~~~

    2161
GGTATCGATA AGCTTGATAT CGAATTCCTG CAGCCCATCA ACAAGTTTGT ACAAAAAAGC

    2221
TGAACGAGAA ACGTAAAATG ATATAAATAT CAATATATTA AATTAGATTT TGCATAAAAA


                                                   NotI


                                                 ~~~~~~~~~

    2281
ACAGACTACA TAATACTGTA AAACACAACA TATCCAGTCA TATTGGCGGC CGCATTAGGC


                                                             BamHI


                                                             ~~~~

    2341
ACCCCAGGCT TTACACTTTA TGCTTCCGGC TCGTATAATG TGTGGATTTT GAGTTAGGAT


BamHI


~~

    2401
CCGTCGAGAT TTTCAGGAGC TAAGGAAGCT AAAATGGAGA AAAAAATCAC TGGATATACC

    2461
ACCGTTGATA TATCCCAATG GCATCGTAAA GAACATTTTG AGGCATTTCA GTCAGTTGCT

    2521
CAATGTACCT ATAACCAGAC CGTTCAGCTG GATATTACGG CCTTTTTAAA GACCGTAAAG

    2581
AAAAATAAGC ACAAGTTTTA TCCGGCCTTT ATTCACATTC TTGCCCGCCT GATGAATGCT


      EcoRI


      ~~~~~~~

    2641
CATCCGGAAT TCCGTATGGC AATGAAAGAC GGTGAGCTGG TGATATGGGA TAGTGTTCAC

    2701
CCTTGTTACA CCGTTTTCCA TGAGCAAACT GAAACGTTTT CATCGCTCTG GAGTGAATAC

    2761
CACGACGATT TCCGGCAGTT TCTACACATA TATTCGCAAG ATGTGGCGTG TTACGGTGAA

    2821
AACCTGGCCT ATTTCCCTAA AGGGTTTATT GAGAATATGT TTTTCGTCTC AGCCAATCCC

    2881
TGGGTGAGTT TCACCAGTTT TGATTTAAAC GTGGCCAATA TGGACAACTT CTTCGCCCCC


        NcoI


       ~~~~~~~

    2941
GTTTTCACCA TGGGCAAATA TTATACGCAA GGCGACAAGG TGCTGATGCC GCTGGCGATT

    3001
CAGGTTCATC ATGCCGTTTG TGATGGCTTC CATGTCGGCA GAATGCTTAA TGAATTACAA


                                    BglII


                                    ~~~~~~


                                          BamHI


                                          ~~~~~~~

    3061
CAGTACTGCG ATGAGTGGCA GGGCGGGGCG TAAAGATCTG GATCCGGCTT ACTAAAAGCC

    3121
AGATAACAGT ATGCGTATTT GCGCGCTGAT TTTTGCGGTA TAAGAATATA TACTGATATG

    3181
TATACCCGAA GTATGTCAAA AAGAGGTATG CTATGAAGCA GCGTATTACA GTGACAGTTG

    3241
ACAGCGACAG CTATCAGTTG CTCAAGGCAT ATATGATGTC AATATCTCCG GTCTGGTAAG

    3301
CACAACCATG CAGAATGAAG CCCGTCGTCT GCGTGCCGAA CGCTGGAAAG CGGAAAATCA

    3361
GGAAGGGATG GCTGAGGTCG CCCGGTTTAT TGAAATGAAC GGCTCTTTTG CTGACGAGAA

    3421
CAGGGGCTGG TGAAATGCAG TTTAAGGTTT ACACCTATAA AAGAGAGAGC CGTTATCGTC


                                       XmaI


                                      ~~~~~~~


                                       SmaI


                                      ~~~~~~~

    3481
TGTTTGTGGA TGTACAGAGT GATATTATTG ACACGCCCGG GCGACGGATG GTGATCCCCC

    3541
TGGCCAGTGC ACGTCTGCTG TCAGATAAAG TCTCCCGTGA ACTTTACCCG GTGGTGCATA

    3601
TCGGGGATGA AAGCTGGCGC ATGATGACCA CCGATATGGC CAGTGTGCCG GTCTCCGTTA

    3661
TCGGGGAAGA AGTGGCTGAT CTCAGCCACC GCGAAAATGA CATCAAAAAC GCCATTAACC


                                                            SalI


                                                           ~~~~~~


                                                     PstI


                                                    ~~~~~~~

    3721
TGATGTTCTG GGGAATATAA ATGTCAGGCT CCCTTATACA CAGCCAGTCT GCAGGTCGAC

    3781
CATAGTGACT GGATATGTTG TGTTTTACAG TATTATGTAG TCTGTTTTTT ATGCAAAATC

    3841
TAATTTAATA TATTGATATT TATATCATTT TACGTTTCTC GTTCAGCTTT CTTGTACAAA

    3901
GTGGTTGATC CTTGACAGGA TATATTGGCG GGTAAACTAA GTCGCTGTAT GTGTTTGTTT


 BglII


 ~~~~~~

    3961
GAGATCTCAT GTGAGCAAAA GGCCAGCAAA AGGCCAGGAA CCGTAAAAAG GCCGCGTTGC

    4021
TGGCGTTTTT CCATAGGCTC CGCCCCCCTG ACGAGCATCA CAAAAATCGA CGCTCAAGTC

    4081
AGAGGTGGCG AAACCCGACA GGACTATAAA GATACCAGGC GTTTCCCCCT GGAAGCTCCC

    4141
TCGTGCGCTC TCCTGTTCCG ACCCTGCCGC TTACCGGATA CCTGTCCGCC TTTCTCCCTT

    4201
CGGGAAGCGT GGCGCTTTCT CATAGCTCAC GCTGTAGGTA TCTCAGTTCG GTGTAGGTCG

    4261
TTCGCTCCAA GCTGGGCTGT GTGCACGAAC CCCCCGTTCA GCCCGACCGC TGCGCCTTAT

    4321
CCGGTAACTA TCGTCTTGAG TCCAACCCGG TAAGACACGA CTTATCGCCA CTGGCAGCAG

    4381
CCACTGGTAA CAGGATTAGC AGAGCGAGGT ATGTAGGCGG TGCTACAGAG TTCTTGAAGT

    4441
GGTGGCCTAA CTACGGCTAC ACTAGAAGAA CAGTATTTGG TATCTGCGCT CTGCTGAAGC

    4501
CAGTTACCTT CGGAAGAAGA GTTGGTAGCT CTTGATCCGG CAAACAAACC ACCGCTGGTA

    4561
GCGGTGGTTT TTTTGTTTGC AAGCAGCAGA TTACGCGCAG AAAAAAAGGA TCTCAAGAAG

    4621
ATCCTTTGAT CTTTTCTACG GGGTCTGACG CTCAGTGGAA CGAAAACTCA CGTTAAGGGA

    4681
TTTTGGTCAT GAGATTATCA AAAAGGATCT TCACCTAGAT CCTTTTAAAT TAAAAATGAA

    4741
GTTTTAAATC AATCTAAAGT ATATATGTGT AACATTGGTC TAGTGATTAG AAAAACTCAT

    4801
CGAGCATCAA ATGAAACTGC AATTTATTCA TATCAGGATT ATCAATACCA TATTTTTGAA

    4861
AAAGCCGTTT CTGTAATGAA GGAGAAAACT CACCGAGGCA GTTCCATAGG ATGGCAAGAT

    4921
CCTGGTATCG GTCTGCGATT CCGACTCGTC CAACATCAAT ACAACCTATT AATTTCCCCT

    4981
CGTCAAAAAT AAGGTTATCA AGTGAGAAAT CACCATGAGT GACGACTGAA TCCGGTGAGA

    5041
ATGGCAAAAG TTTATGCATT TCTTTCCAGA CTTGTTCAAC AGGCCAGCCA TTACGCTCGT

    5101
CATCAAAATC ACTCGCATCA ACCAAACCGT TATTCATTCG TGATTGCGCC TGAGCGAGAC


         PvuI


        ~~~~~~~

    5161
GAAATACGCG ATCGCTGTTA AAAGGACAAT TACAAACAGG AATCGAATGC AACCGGCGCA

    5221
GGAACACTGC CAGCGCATCA ACAATATTTT CACCTGAATC AGGATATTCT TCTAATACCT

    5281
GGAATGCTGT TTTCCCTGGG ATCGCAGTGG TGAGTAACCA TGCATCATCA GGAGTACGGA

    5341
TAAAATGCTT GATGGTCGGA AGAGGCATAA ATTCCGTCAG CCAGTTTAGT CTGACCATCT

    5401
CATCTGTAAC AACATTGGCA ACGCTACCTT TGCCATGTTT CAGAAACAAC TCTGGCGCAT

    5461
CGGGCTTCCC ATACAATCGG TAGATTGTCG CACCTGATTG CCCGACATTA TCGCGAGCCC

    5521
ATTTATACCC ATATAAATCA GCATCCATGT TGGAATTTAA TCGCGGCCTT GAGCAAGACG

    5581
TTTCCCGTTG AATATGGCTC ATAACACCCC TTGTATTACT GTTTATGTAA GCAGACAGTT

    5641
TTATTGTTCA TGATGATATA TTTTTATCTT GTGCAATGTA ACATCAGAGA TTTTGAGACA

    5701
CAACGTGGCT TTGTTGAATA AATCGAACTT TTGCTGAGTT GAAGGATCAG ATCACGCATC

    5761
TTCCCGACAA CGCAGACCGT TCCGTGGCAA AGCAAAAGTT CAAAATCACC AACTGGTCCA

    5821
CCTACAACAA AGCTCTCATC AACCGTGGCT CCCTCACTTT CTGGCTGGAT GATGGGGCGA

    5881
TTCAGGCGAT CCCCATCCAA CAGCCCGCCG TCGAGCGGGC T
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