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       1
TTTTTATCCC CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC GCTAATGCCC

      61
CGCAAAGCCT TGATTCACGG GGCTTTCCGG CCCGCTCCAA AAACTATCCA CGTGAAATCG

     121
CTAATCAGGG TACGTGAAAT CGCTAATCGG AGTACGTGAA ATCGCTAATA AGGTCACGTG

     181
AAATCGCTAA TCAAAAAGGC ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC

     241
AAACACCCCT CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT

     301
TATGAATATA TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG CTACGCGCAC

     361
CGGCTCCGCC CGTGGACAAC CGCAAGCGGT TGCCCACCGT CGAGCGCCAG CGCCTTTGCC

     421
CACAACCCGG CGGCCGGCCG CAACAGATCG TTTTATAAAT TTTTTTTTTT GAAAAAGAAA


                                                          BglII


                                                          ~~~~~~

     481
AAGCCCGAAA GGCGGCAACC TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT


                                                             NotI


                                                             ~~~~

     541
GGCAGGATAT ATTGTGGTGT AACGTATCAA CAAGTTTGTA CAAAAAAGCA GGCTCCGCGG


NotI


~~~~

     601
CCGCCCCCTT CACCGATATC GTACCCCTAC TCCAAAAATG TCAAAGATAC AGTCTCAGAA

     661
GACCAAAGGG CTATTGAGAC TTTTCAACAA AGGGTAATTT CGGGAAACCT CCTCGGATTC

     721
CATTGCCCAG CTATCTGTCA CTTCATCGAA AGGACAGTAG AAAAGGAAGG TGGCTCCTAC

     781
AAATGCCATC ATTGCGATAA AGGAAAGGCT ATCATTCAAG ATGCCTCTGC CGACAGTGGT

     841
CCCAAAGATG GACCCCCACC CACGAGGAGC ATCGTGGAAA AAGAAGACGT TCCAACCACG

     901
TCTTCAAAGC AAGTGGATTG ATGTGACATC TCCACTGACG TAAGGGATGA CGCACAATCC

     961
CACTATCCTT CGCAAGACCC TTCCTCTATA TAAGGAAGTT CATTTCATTT GGAGAGGACA

    1021
GCCCAAGCTG GCATGATTGA ACAAGATGGA TTGCACGCAG GTTCTCCGGC CGCTTGGGTG

    1081
GAGAGGCTAT TCGGCTATGA CTGGGCACAA CAGACAATCG GCTGCTCTGA TGCCGCCGTG

    1141
TTCCGGCTGT CAGCGCAGGG GCGCCCGGTT CTTTTTGTCA AGACCGACCT GTCCGGTGCC

    1201
CTGAATGAAC TCCAAGACGA GGCAGCGCGG CTATCGTGGC TGGCCACGAC GGGCGTTCCT

    1261
TGCGCAGCTG TGCTCGACGT TGTCACTGAA GCGGGAAGGG ACTGGCTGCT ATTGGGCGAA

    1321
GTGCCGGGGC AGGATCTCCT GTCATCTCAC CTTGCTCCTG CCGAGAAAGT ATCCATCATG

    1381
GCTGATGCAA TGCGGCGGCT GCATACGCTT GATCCGGCTA CCTGCCCATT CGACCACCAA

    1441
GCGAAACATC GCATCGAGCG AGGACGTACT CGGATGGAAG CCGGTCTTGT CGATCAGGAT

    1501
GATCTGGACG AAGAGCATCA GGGGCTCGCG CCAGCCGAAC TGTTCGCCAG GCTCAAGGCG

    1561
CGGATGCCCG ACGGCGAGGA TCTCGTCGTG ACCCAGGGCG ATGCCTGCTT GCCGAATATC

    1621
ATGGTGGAAA ATGGCCGCTT TTCTGGATTC ATCGACTGTG GCCGGCTGGG TGTGGCGGAC

    1681
CGCTATCAGG ACATAGCGTT GGCTACCCGT GATATTGCTG AAGAGCTTGG CGGCGAATGG

    1741
GCTGACCGCT TCCTCGTGCT TTACGGTATC GCCGCTCCCG ATTCGCAGCG CATCGCCTTC

    1801
TATCGCCTTC TTGACGAGTT CTTCTGAGCG GGACTCTGGG GTTCGGACTC TAGCTAGAGG

    1861
ATCAATTCGG TACGCTGAAA TCACCAGTCT CTCTCTACAA ATCTATCTCT CTCTATTTTC

    1921
TCCATAAATA ATGTGTGAGT AGTTTCCCGA TAAGGGAAAT TAGGGTTCTT ATAGGGTTTC

    1981
GCTCATGTGT TGAGCATATA AGAAACCCTT AGTATGTATT TGTATTTGTA AAATACTTCT


                                                        ClaI


                                                       ~~~~~~

    2041
ATCAATAAAA TTTCTAATTC CTAAAACCAA AATCCAGTAC TAAAATCCAG ATCGATATCA


                                                     XhoI


                                                    ~~~~~~~


                                                            SalI


                                                           ~~~~~~

    2101
AGGGTGGGCG CGCCGACCCA GCTTTCTTGT ACAAAGTGGT TGATCCCCCT CGAGGTCGAC


         HindIII              PstI


         ~~~~~~~             ~~~~~~~


                                     SmaI                XbaI


                                    ~~~~~~              ~~~~~~


                                     XmaI


                                    ~~~~~~


    ClaI               EcoRI              BamHI               NotI


   ~~~~~~              ~~~~~~             ~~~~~~~             ~~~

    2161
GGTATCGATA AGCTTGATAT CGAATTCCTG CAGCCCGGGG GATCCACTAG TTCTAGAGCG


NotI             SacI


~~~~~           ~~~~~~~

    2221
GCCGCCACCG CGGTGGAGCT CCAGCTTTTG TTCCCTTTAG TGAGGGTTAA TTCCGAGCTT

    2281
GGCGTAATCA TGGTCATAGC TGTTTCCTGT GTGAAATTGT TATCCGCTCA CAATTCCACA

    2341
CAACATACGA GCCGGAAGHC ATAAAGTGTA AAGCCTGGGG TGCCTAATGA GTGAGCTAAC

    2401
TCACATTAAT TGCGTTGCGC TCACTGCCCG CTTTCCAGTC GGGAAACCTG TCGTGCCAGC

    2461
TGCATTAATG AATCGGCCAA CGCGCGGGGA GAGGCGGTTT GCGTATTGGG CGCTCTTCCG

    2521
CTTCCTCGCT CACTGACTCG CTGCGCTCGG TCGTTCGGCT GCGGCGAGCG GTATCAGCTC

    2581
ACTCAAAGGC GGTAATACGG TTATCCACAG AATCAGGGGA TAACGCAGGA AAGAACATGA


                                                            BglII


                                                            ~~~~~

    2641
AGGCCTTGAC AGGATATATT GGCGGGTAAA CTAAGTCGCT GTATGTGTTT GTTTGAGATC


BglII


~

    2701
TCATGTGAGC AAAAGGCCAG CAAAAGGCCA GGAACCGTAA AAAGGCCGCG TTGCTGGCGT

    2761
TTTTCCATAG GCTCCGCCCC CCTGACGAGC ATCACAAAAA TCGACGCTCA AGTCAGAGGT

    2821
GGCGAAACCC GACAGGACTA TAAAGATACC AGGCGTTTCC CCCTGGAAGC TCCCTCGTGC

    2881
GCTCTCCTGT TCCGACCCTG CCGCTTACCG GATACCTGTC CGCCTTTCTC CCTTCGGGAA

    2941
GCGTGGCGCT TTCTCATAGC TCACGCTGTA GGTATCTCAG TTCGGTGTAG GTCGTTCGCT

    3001
CCAAGCTGGG CTGTGTGCAC GAACCCCCCG TTCAGCCCGA CCGCTGCGCC TTATCCGGTA

    3061
ACTATCGTCT TGAGTCCAAC CCGGTAAGAC ACGACTTATC GCCACTGGCA GCAGCCACTG

    3121
GTAACAGGAT TAGCAGAGCG AGGTATGTAG GCGGTGCTAC AGAGTTCTTG AAGTGGTGGC

    3181
CTAACTACGG CTACACTAGA AGAACAGTAT TTGGTATCTG CGCTCTGCTG AAGCCAGTTA

    3241
CCTTCGGAAG AAGAGTTGGT AGCTCTTGAT CCGGCAAACA AACCACCGCT GGTAGCGGTG

    3301
GTTTTTTTGT TTGCAAGCAG CAGATTACGC GCAGAAAAAA AGGATCTCAA GAAGATCCTT

    3361
TGATCTTTTC TACGGGGTCT GACGCTCAGT GGAACGAAAA CTCACGTTAA GGGATTTTGG

    3421
TCATGAGATT ATCAAAAAGG ATCTTCACCT AGATCCTTTT AAATTAAAAA TGAAGTTTTA

    3481
AATCAATCTA AAGTATATAT GTGTAACATT GGTCTAGTGA TTAGAAAAAC TCATCGAGCA

    3541
TCAAATGAAA CTGCAATTTA TTCATATCAG GATTATCAAT ACCATATTTT TGAAAAAGCC

    3601
GTTTCTGTAA TGAAGGAGAA AACTCACCGA GGCAGTTCCA TAGGATGGCA AGATCCTGGT

    3661
ATCGGTCTGC GATTCCGACT CGTCCAACAT CAATACAACC TATTAATTTC CCCTCGTCAA

    3721
AAATAAGGTT ATCAAGTGAG AAATCACCAT GAGTGACGAC TGAATCCGGT GAGAATGGCA

    3781
AAAGTTTATG CATTTCTTTC CAGACTTGTT CAACAGGCCA GCCATTACGC TCGTCATCAA

    3841
AATCACTCGC ATCAACCAAA CCGTTATTCA TTCGTGATTG CGCCTGAGCG AGACGAAATA


   PvuI


  ~~~~~~

    3901
CGCGATCGCT GTTAAAAGGA CAATTACAAA CAGGAATCGA ATGCAACCGG CGCAGGAACA

    3961
CTGCCAGCGC ATCAACAATA TTTTCACCTG AATCAGGATA TTCTTCTAAT ACCTGGAATG

    4021
CTGTTTTCCC TGGGATCGCA GTGGTGAGTA ACCATGCATC ATCAGGAGTA CGGATAAAAT

    4081
GCTTGATGGT CGGAAGAGGC ATAAATTCCG TCAGCCAGTT TAGTCTGACC ATCTCATCTG

    4141
TAACAACATT GGCAACGCTA CCTTTGCCAT GTTTCAGAAA CAACTCTGGC GCATCGGGCT

    4201
TCCCATACAA TCGGTAGATT GTCGCACCTG ATTGCCCGAC ATTATCGCGA GCCCATTTAT

    4261
ACCCATATAA ATCAGCATCC ATGTTGGAAT TTAATCGCGG CCTTGAGCAA GACGTTTCCC

    4321
GTTGAATATG GCTCATAACA CCCCTTGTAT TACTGTTTAT GTAAGCAGAC AGTTTTATTG

    4381
TTCATGATGA TATATTTTTA TCTTGTGCAA TGTAACATCA GAGATTTTGA GACACAACGT

    4441
GGCTTTGTTG AATAAATCGA ACTTTTGCTG AGTTGAAGGA TCAGATCACG CATCTTCCCG

    4501
ACAACGCAGA CCGTTCCGTG GCAAAGCAAA AGTTCAAAAT CACCAACTGG TCCACCTACA

    4561
ACAAAGCTCT CATCAACCGT GGCTCCCTCA CTTTCTGGCT GGATGATGGG GCGATTCAGG

    4621
CGATCCCCAT CCAACAGCCC GCCGTCGAGC GGGCT

pBract102

Feature Map


CDS (1 total)



Kan




Start: 1033  End: 1823


Misc. Feature (4 total)



LB




Start: 540   End: 563 



LacZ




Start: 2145  End: 2296 (Complementary)



RB




Start: 2647  End: 2671



npt1




Start: 3523  End: 4334 (Complementary)


PolyA Signal (1 total)



CaMV terminator




Start: 1871  End: 2098


Promoter Eukaryotic (1 total)



35S promoter




Start: 615   End: 1017


Replication Origin (2 total)



pSa-ORI




Start: 27    End: 510 



colEI ori




Start: 2705  End: 3428

