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     1
TTTTTATCCC CGGAAGCCTG TGGATAGAGG GTAGTTATCC ACGTGAAACC GCTAATGCCC

      61
CGCAAAGCCT TGATTCACGG GGCTTTCCGG CCCGCTCCAA AAACTATCCA CGTGAAATCG

     121
CTAATCAGGG TACGTGAAAT CGCTAATCGG AGTACGTGAA ATCGCTAATA AGGTCACGTG

     181
AAATCGCTAA TCAAAAAGGC ACGTGAGAAC GCTAATAGCC CTTTCAGATC AACAGCTTGC

     241
AAACACCCCT CGCTCCGGCA AGTAGTTACA GCAAGTAGTA TGTTCAATTA GCTTTTCAAT

     301
TATGAATATA TATATCAATT ATTGGTCGCC CTTGGCTTGT GGACAATGCG CTACGCGCAC

     361
CGGCTCCGCC CGTGGACAAC CGCAAGCGGT TGCCCACCGT CGAGCGCCAG CGCCTTTGCC

     421
CACAACCCGG CGGCCGGCCG CAACAGATCG TTTTATAAAT TTTTTTTTTT GAAAAAGAAA

     481
AAGCCCGAAA GGCGGCAACC TCTCGGGCTT CTGGATTTCC GATCCCCGGA ATTAGATCTT

     541
GGCAGGATAT ATTGTGGTGT ACGTTATCAA CAAGTTTGTA CAAAAAAGCA GGCTTTGGCC


                       HindIII


                       ~~~~~~

     601
GCTCCCTGGC CGACTTGGCC CAAGCTTGCA TGCCAGCTTG CATGCCTGCA GTGCAGCGTG

     661
ACCCGGTCGT GCCCCTCTCT AGAGATAATG AGCATTGCAT GTCTAAGTTA TAAAAAATTA

     721
CCACATATTT TTTTTGTCAC ACTTGTTTGA AGTGCAGTTT ATCTATCTTT ATACATATAT

     781
TTAAACTTTA CTCTACGAAT AATATAATCT ATAGTACTAC AATAATATCA GTGTTTTAGA

     841
GAATCATATA AATGAACAGT TAGACATGGT CTAAAGGACA ATTGAGTATT TTGACAACAG

     901
GACTCTACAG TTTTATCTTT TTAGTGTGCA TGTGTTCTCC TTTTTTTTTG CAAATAGCTT

     961
CACCTATATA ATACTTCATC CATTTTATTA GTACATCCAT TTAGGGTTTA GGGTTAATGG

    1021
TTTTTATAGA CTAATTTTTT TAGTACATCT ATTTTATTCT ATTTTAGCCT CTAAATTAAG

    1081
AAAACTAAAA CTCTATTTTA GTTTTTTTAT TTAATAATTT AGATATAAAA TAGAATAAAA

    1141
TAAAGTGACT AAAAATTAAA CAAATACCCT TTAAGAAATT AAAAAAACTA AGGAAACATT

    1201
TTTCTTGTTT CGAGTAGATA ATGCCAGCCT GTTAAACGCC GTCGACGAGT CTAACGGACA

    1261
CCAACCAGCG AACCAGCAGC GTCGCGTCGG GCCAAGCGAA GCAGACGGCA CGGCATCTCT


                       XhoI


                      ~~~~~~

    1321
GTCGCTGCCT CTGGACCCCT CTCGAGAGTT CCGCTCCACC GTTGGACTTG CTCCGCTGTC

    1381
GGCATCCAGA AATTGCGTGG CGGAGCGGCA GACGTGAGCC GGCACGGCAG GCGGCCTCCT

    1441
CCTCCTCTCA CGGCACCGGC AGCTACGGGG GATTCCTTTC CCACCGCTCC TTCGCTTTCC

    1501
CTTCCTCGCC CGCCGTAATA AATAGACACC CCCTCCACAC CCTCTTTCCC CAACCTCGTG

    1561
TTGTTCGGAG CGCACACACA CACAACCAGA TCTCCCCCAA ATCCACCCGT CGGCACCTCC

    1621
GCTTCAAGGT ACGCCGCTCG TCCTCCCCCC CCCCCCCTCT CTACCTTCTC TAGATCGGCG


        NcoI      ApaI


       ~~~~~~~   ~~~~~~~

    1681
TTCCGGTCCA TGGTTAGGGC CCGGTAGTTC TACTTCTGTT CATGTTTGTG TTAGATCCGT

    1741
GTTTGTGTTA GATCCGTGCT GCTAGCGTTC GTACACGGAT GCGACCTGTA CGTCAGACAC

    1801
GTTCTGATTG CTAACTTGCC AGTGTTTCTC TTTGGGGAAT CCTGGGATGG CTCTAGCCGT

    1861
TCCGCAGACG GGATCGATTT CATGATTTTT TTTGTTTCGT TGCATAGGGT TTGGTTTGCC

    1921
CTTTTCCTTT ATTTCAATAT ATGCCGTGCA CTTGTTTGTC GGGTCATCTT TTCATGCTTT

    1981
TTTTTGTCTT GGTTGTGATG ATGTGGTCTG GTTGGGCGGT CGTTCTAGAT CGGAGTAGAA

    2041
TTAATTCTGT TTCAAACTAC CTGGTGGATT TATTAATTTT GGATCTGTAT GTGTGTGCCA

    2101
TACATATTCA TAGTTACGAA TTGAAGATGA TGGATGGAAA TATCGATCTA GGATAGGTAT

    2161
ACATGTTGAT GCGGGTTTTA CTGATGCATA TACAGAGATG CTTTTTGTTC GCTTGGTTGT

    2221
GATGATGTGG TGTGGTTGGG CGGTCGTTCA TTCGTTCTAG ATCGGAGTAG AATACTGTTT

    2281
CAAACTACCT GGTGTATTTA TTAATTTTGG AACTGTATGT GTGTGTCATA CATCTTCATA

    2341
GTTACGAGTT TAAGATGGAT GGAAATATCG ATCTAGGATA GGTATACATG TTGATGTGGG

    2401
TTTTACTGAT GCATATACAT GATGGCATAT GCAGCATCTA TTCATATGCT CTAACCTTGA

    2461
GTACCTATCT ATTATAATAA ACAAGTATGT TTTATAATTA TTTTGATCTT GATATACTTG

    2521
GATGATGGCA TATGCAGCAG CTATATGTGG ATTTTTTTAG CCCTGCCTTC ATACGCTATT

    2581
TATTTGCTTG GTACTGTTTC TTTTGTCGAT GCTCACCCTG TTGTTTGGTG TTACTTCTGC

    2641
AGGTCGACTC TAGAGGATCC CCCTAGAACA TGGATCCCTA CAGGGTAAAT TTCTAGTTTT

    2701
TCTCCTTCAT TTTCTTGGTT AGGACCCTTT TCTCTTTTTA TTTTTTTGAG CTTTGATCTT

    2761
TCTTTAAACT GATCTATTTT TTAATTGATT GGTTATGGTG TAAATATTAC ATAGCTTTAA

    2821
CTGATAATCT GATTACTTTA TTTCGTGTGT CTATGATGAT GATGATAGTT ACAGAACCGT

    2881
CGACTCGTCC GTCCTGTAGA AACCCCAACC CGTGAAATCA AAAAACTCGA CGGCCTGTGG

    2941
GCATTCAGTC TGGATCGCGA AAACTGTGGA ATTGATCAGC GTTGGTGGGA AAGCGCGTTA

    3001
CAAGAAAGCC GGGCAATTGC TGTGCCAGGC AGTTTTAACG ATCAGTTCGC CGATGCAGAT

    3061
ATTCGTAATT ATGCGGGCAA CGTCTGGTAT CAGCGCGAAG TCTTTATACC GAAAGGTTGG

    3121
GCAGGCCAGC GTATCGTGCT GCGTTTCGAT GCGGTCACTC ATTACGGCAA AGTGTGGGTC

    3181
AATAATCAGG AAGTGATGGA GCATCAGGGC GGCTATACGC CATTTGAAGC CGATGTCACG


                           SnaBI


                           ~~~~~~~

    3241
CCGTATGTTA TTGCCGGGAA AAGTGTACGT ATCACCGTTT GTGTGAACAA CGAACTGAAC

    3301
TGGCAGACTA TCCCGCCGGG AATGGTGATT ACCGACGAAA ACGGCAAGAA AAAGCAGTCT

    3361
TACTTCCATG ATTTCTTTAA CTATGCCGGA ATCCATCGCA GCGTAATGCT CTACACCACG

    3421
CCGAACACCT GGGTGGACGA TATCACCGTG GTGACGCATG TCGCGCAAGA CTGTAACCAC

    3481
GCGTCTGTTG ACTGGCAGGT GGTGGCCAAT GGTGATGTCA GCGTTGAACT GCGTGATGCG

    3541
GATCAACAGG TGGTTGCAAC TGGACAAGGC ACTAGCGGGA CTTTGCAAGT GGTGAATCCG

    3601
CACCTCTGGC AACCGGGTGA AGGTTATCTC TATGAACTGT GCGTCACAGC CAAAAGCCAG

    3661
ACAGAGTGTG ATATCTACCC GCTTCGCGTC GGCATCCGGT CAGTGGCAGT GAAGGGCGAA

    3721
CAGTTCCTGA TTAACCACAA ACCGTTCTAC TTTACTGGCT TTGGTCGTCA TGAAGATGCG

    3781
GACTTGCGTG GCAAAGGATT CGATAACGTG CTGATGGTGC ACGACCACGC ATTAATGGAC

    3841
TGGATTGGGG CCAACTCCTA CCGTACCTCG CATTACCCTT ACGCTGAAGA GATGCTCGAC

    3901
TGGGCAGATG AACATGGCAT CGTGGTGATT GATGAAACTG CTGCTGTCGG CTTTAACCTC

    3961
TCTTTAGGCA TTGGTTTCGA AGCGGGCAAC AAGCCGAAAG AACTGTACAG CGAAGAGGCA

    4021
GTCAACGGGG AAACTCAGCA AGCGCACTTA CAGGCGATTA AAGAGCTGAT AGCGCGTGAC

    4081
AAAAACCACC CAAGCGTGGT GATGTGGAGT ATTGCCAACG AACCGGATAC CCGTCCGCAA

    4141
GGTGCACGGG AATATTTCGC GCCACTGGCG GAAGCAACGC GTAAACTCGA CCCGACGCGT

    4201
CCGATCACCT GCGTCAATGT AATGTTCTGC GACGCTCACA CCGATACCAT CAGCGATCTC

    4261
TTTGATGTGC TGTGCCTGAA CCGTTATTAC GGATGGTATG TCCAAAGCGG CGATTTGGAA

    4321
ACGGCAGAGA AGGTACTGGA AAAAGAACTT CTGGCCTGGC AGGAGAAACT GCATCAGCCG

    4381
ATTATCATCA CCGAATACGG CGTGGATACG TTAGCCGGGC TGCACTCAAT GTACACCGAC

    4441
ATGTGGAGTG AAGAGTATCA GTGTGCATGG CTGGATATGT ATCACCGCGT CTTTGATCGC

    4501
GTCAGCGCCG TCGTCGGTGA ACAGGTATGG AATTTCGCCG ATTTTGCGAC CTCGCAAGGC

    4561
ATATTGCGCG TTGGCGGTAA CAAGAAAGGG ATCTTCACTC GCGACCGCAA ACCGAAGTCG

    4621
GCGGCTTTTC TGCTGCAAAA ACGCTGGACT GGCATGAACT TCGGTGAAAA ACCGCAGCAG

    4681
GGAGGCAAAC AATGAATCAA CAACTCTCCT GGCGCACCAT CGTCGGCTAC AGCCTCGGGA


          SacI             PvuI


         ~~~~~~~          ~~~~~~~

    4741
ATTGCTACCG AGCTCGAATT TCCCCGATCG TTCAAACATT TGGCAATAAA GTTTCTTAAG

    4801
ATTGAATCCT GTTGCCGGTC TTGCGATGAT TATCATATAA TTTCTGTTGA ATTACGTTAA

    4861
GCATGTAATA ATTAACATGT AATGCATGAC GTTATTTATG AGATGGGTTT TTATGATTAG

    4921
AGTCCCGCAA TTATACATTT AATACGCGAT AGAAAACAAA ATATAGCGCG CAAACTAGGA


                                            EcoRI


                                            ~~~~~~

    4981
TAAATTATCG CGCGCGGTGT CATCTATGTT ACTAGATCGG GAATTCATCG ATGATATCAG


     ApaI


    ~~~~~~~

    5041
ATCCGGGCCC TCTAGATGCG GCCATCTAGA CCCAGCTTTC TTGTACAAAG TGGTTGATCC


                                                    XmaI


                                                   ~~~~~~~


   XhoI                  HindIII      EcoRI         SmaI


  ~~~~~~                 ~~~~~~       ~~~~~~~      ~~~~~~~

    5101
CCCTCGAGGT CGACGGTATC GATAAGCTTG ATATCGAATT CCTGCAGCCC GGGGGATCCA


              NotI              SacI


            ~~~~~~~~           ~~~~~~~

    5161
CTAGTTCTAG AGCGGCCGCC ACCGCGGTGG AGCTCCAGCT TTTGTTCCCT TTAGTGAGGG

    5221
TTAATTGCGC GCTTGGCGTA ATCATGGTCA TAGCTGTTTC CTGTGTGAAA TTGTTATCCG

    5281
CTCACAATTC CACACAACAT ACGAGCCGGA AGCATAAAGT GTAAAGCCTG GGGTGCCTAA

    5341
TGAGTGAGCT AACTCACATT AATTGCGTTG CGCTCACTGC CCGCTTTCCA GTCGGGAAAC

    5401
CTGTCGTGCC AGCTGCATTA ATGAATCGGC CAACGCGCGG GGAGAGGCGG TTTGCGTATT

    5461
GGGCGCTCTT CCGCTTCCTC GCTCACTGAC TCGCTGCGCT CGGTCGTTCG GCTGCGGCGA

    5521
GCGGTATCAG CTCACTCAAA GGCGGTAATA CGGTTATCCA CAGAATCAGG GGATAACGCA

    5581
GGAAAGAACA TGAAGGCCTT GACAGGATAT ATTGGCGGGT AAACTAAGTC GCTGTATGTG

    5641
TTTGTTTGAG ATCTCATGTG AGCAAAAGGC CAGCAAAAGG CCAGGAACCG TAAAAAGGCC

    5701
GCGTTGCTGG CGTTTTTCCA TAGGCTCCGC CCCCCTGACG AGCATCACAA AAATCGACGC

    5761
TCAAGTCAGA GGTGGCGAAA CCCGACAGGA CTATAAAGAT ACCAGGCGTT TCCCCCTGGA

    5821
AGCTCCCTCG TGCGCTCTCC TGTTCCGACC CTGCCGCTTA CCGGATACCT GTCCGCCTTT

    5881
CTCCCTTCGG GAAGCGTGGC GCTTTCTCAT AGCTCACGCT GTAGGTATCT CAGTTCGGTG

    5941
TAGGTCGTTC GCTCCAAGCT GGGCTGTGTG CACGAACCCC CCGTTCAGCC CGACCGCTGC

    6001
GCCTTATCCG GTAACTATCG TCTTGAGTCC AACCCGGTAA GACACGACTT ATCGCCACTG

    6061
GCAGCAGCCA CTGGTAACAG GATTAGCAGA GCGAGGTATG TAGGCGGTGC TACAGAGTTC

    6121
TTGAAGTGGT GGCCTAACTA CGGCTACACT AGAAGAACAG TATTTGGTAT CTGCGCTCTG

    6181
CTGAAGCCAG TTACCTTCGG AAGAAGAGTT GGTAGCTCTT GATCCGGCAA ACAAACCACC

    6241
GCTGGTAGCG GTGGTTTTTT TGTTTGCAAG CAGCAGATTA CGCGCAGAAA AAAAGGATCT

    6301
CAAGAAGATC CTTTGATCTT TTCTACGGGG TCTGACGCTC AGTGGAACGA AAACTCACGT

    6361
TAAGGGATTT TGGTCATGAG ATTATCAAAA AGGATCTTCA CCTAGATCCT TTTAAATTAA

    6421
AAATGAAGTT TTAAATCAAT CTAAAGTATA TATGTGTAAC ATTGGTCTAG TGATTAGAAA

    6481
AACTCATCGA GCATCAAATG AAACTGCAAT TTATTCATAT CAGGATTATC AATACCATAT

    6541
TTTTGAAAAA GCCGTTTCTG TAATGAAGGA GAAAACTCAC CGAGGCAGTT CCATAGGATG

    6601
GCAAGATCCT GGTATCGGTC TGCGATTCCG ACTCGTCCAA CATCAATACA ACCTATTAAT

    6661
TTCCCCTCGT CAAAAATAAG GTTATCAAGT GAGAAATCAC CATGAGTGAC GACTGAATCC

    6721
GGTGAGAATG GCAAAAGTTT ATGCATTTCT TTCCAGACTT GTTCAACAGG CCAGCCATTA

    6781
CGCTCGTCAT CAAAATCACT CGCATCAACC AAACCGTTAT TCATTCGTGA TTGCGCCTGA


                 PvuI


                ~~~~~~~

    6841
GCGAGACGAA ATACGCGATC GCTGTTAAAA GGACAATTAC AAACAGGAAT CGAATGCAAC

    6901
CGGCGCAGGA ACACTGCCAG CGCATCAACA ATATTTTCAC CTGAATCAGG ATATTCTTCT

    6961
AATACCTGGA ATGCTGTTTT CCCTGGGATC GCAGTGGTGA GTAACCATGC ATCATCAGGA

    7021
GTACGGATAA AATGCTTGAT GGTCGGAAGA GGCATAAATT CCGTCAGCCA GTTTAGTCTG

    7081
ACCATCTCAT CTGTAACAAC ATTGGCAACG CTACCTTTGC CATGTTTCAG AAACAACTCT

    7141
GGCGCATCGG GCTTCCCATA CAATCGGTAG ATTGTCGCAC CTGATTGCCC GACATTATCG

    7201
CGAGCCCATT TATACCCATA TAAATCAGCA TCCATGTTGG AATTTAATCG CGGCCTTGAG

    7261
CAAGACGTTT CCCGTTGAAT ATGGCTCATA ACACCCCTTG TATTACTGTT TATGTAAGCA

    7321
GACAGTTTTA TTGTTCATGA TGATATATTT TTATCTTGTG CAATGTAACA TCAGAGATTT

    7381
TGAGACACAA CGTGGCTTTG TTGAATAAAT CGAACTTTTG CTGAGTTGAA GGATCAGATC

    7441
ACGCATCTTC CCGACAACGC AGACCGTTCC GTGGCAAAGC AAAAGTTCAA AATCACCAAC

    7501
TGGTCCACCT ACAACAAAGC TCTCATCAAC CGTGGCTCCC TCACTTTCTG GCTGGATGAT

    7561
GGGGCGATTC AGGCGATCCC CATCCAACAG CCCGCCGTCG AGCGGGCT
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