	Supplementary Table 5: Expression  of Growth and Development-related Genes in Response to Glucose

	Affy Probea
	   AGI Numberb
	Description c
	   Fold Change

	Components of the Translational Machinery

	250779_AT
	AT5G05470
	eukaryotic translation initiation factor 2 subunit 1, putative / eIF-2A  
	+2.66

	250758_AT
	AT5G06000
	eukaryotic translation initiation factor 3  subunit-like  protein
	+2.93

	266567_AT
	AT2G24050
	putative eukaryotic initiation factor 4, eIF4
	+2.79

	250304_AT
	AT5G12110
	elongation factor 1B alpha-subunit
	+11.78

	254932_AT
	AT4G11120
	putative  translation  elongation  factor  ts  elongation  factor ts (tsf)
	+3.29

	255455_AT
	AT4G02930
	mitochondrial elongation factor Tu
	+2.78

	258996_AT
	AT3G01800
	putative  ribosome  recycling  factor
	+4.01

	253597_AT
	AT4G30690
	translation initiation factor 3 (IF-3) family protein
	-3.68

	Cell Cycle, DNA Replication and DNA Repair

	247190_AT
	AT5G65420
	D-type cyclin  
	+4.26

	263612_AT
	AT2G16440
	putative CDC21 protein
	+3.00

	251975_AT
	AT3G53230
	CDC48 - like protein, AtCDC48B
	+4.81

	248693_AT
	AT5G48330
	regulator of chromosome  condensation
	+3.20

	257483_AT
	AT1G49620
	kip-related protein 7 (KRP7)
	+5.12

	248891_AT
	AT5G46280
	MCM3 homolog
	+2.81

	266959_AT
	AT2G07690
	putative DNA replication licensing factor, MCM5
	+2.51

	255513_AT
	AT4G02060
	PROLIFERA
	+2.63

	247056_AT
	AT5G66750
	SWI2/SNF2-like protein
	+3.47

	265941_S_AT
	AT3G32920
	putative recA
	+3.04

	247608_AT
	AT5G60990
	replication protein A1 - like protein
	+2.62

	265695_AT
	AT2G24490
	putative replication  protein  A1
	+2.83

	250560_AT
	AT5G08020
	replication factor A - like  protein
	+3.12

	261810_AT
	AT1G08130
	putative ligase I
	+2.72

	263882_AT
	AT2G21790
	putative ribonucleoside-diphosphate reductase  large  subunit
	+3.01

	245147_AT
	AT2G45280
	RAD51Calpha DNA repair-recombination factor
	+2.84

	250633_AT
	AT5G07460
	peptide methionine sulfoxide  reductase-like  protein
	+3.42

	257164_AT
	AT3G24320
	putative mismatch binding  protein
	+2.82

	247955_AT
	AT5G56950
	nucleosome assembly protein
	+2.68

	267173_AT
	AT2G37560
	origin recognition complex  protein
	+3.01

	267557_AT
	AT2G32710
	kip-related protein 4 (KRP4)
	-3.17

	a Describes names of probe set on Affymetrix chip

b AGI locus numbers

c Order of description is based on biological process or protein name

+ Up-regulated by glucose

- Down-regulated by glucose


