

JOB NO. :

Submission form for the IFR, JIC & UEA Joint Proteomics Facility

NAME/Department: _____________________________________       DATE submitted: __________________       
TEL. EXTN.: _________________________
E-MAIL:  _____________________________________________
COST CODE: ______________________________________    JIC (         JIE (          IFR (       IFRE (
External/UEA PO#: ________________________________     UEA (      BIO (     OTHER_______________
IS YOUR MATERIAL FREE FROM BIOLOGICAL, CHEMICAL AND RADIOLOGICAL HAZARD? 
YES (  
IF NOT, PLEASE STATE THE NATURE OF THE HAZARD:   ___________________________
_____________________________________________________________________________________________
NUMBER OF SAMPLES: ______________________ ORGANISM____________________________________
SAMPLE NAMES_____________________________________________________________________________
SUBMITTED AS:   ( ENTIRE GEL   ( SLICES FROM GEL    ( SOLUTION      ( PELLET      ( __________
STAIN: _______________________  MODIFICATIONS:_____________________________________________  
CONCENTRATION/AMOUNT/COMPOSITION:
______________________________________________________________________________

Has a DETERGENT (SDS, Triton etc.) been used at ANY stage of the sample preparation? 
Describe:

______________________________________________________________________________

FOR SEQUENCE VERIFICATIONS: Please provide sequence with labels of peptides of interest. Please check digestibility by using http://www.expasy.ch/tools/peptide-mass.html
REQUIREMENTS (please tick as required): 
   ( SDS-GEL RUN        ( EXCISION OF BANDS                      
( REDUCTION/ALKYLATION (CYS)    ( DIGESTION (default: trypsin)________________________     
( PHOSPHOPEPTIDE ENRICHMENT       ( iTRAQ LABELLING       ( HPLC-SCX        ( HPLC-RP   
( MALDI:  ( MASS FINGERPRINT  ( INTACT MASS   ( LC-MALDI   ( SEQUENCING: ISD/PSD/CAF
( nanoLC-MSMS (ORBITRAP): ID from database: specify complexity, column/run length, repetitions: ______________________________________________________________________________

______________________________________________________________________________
( QUANTITATION:__________________________________________________________________________

( DATA INTERPRETATION:_________________________________________________________________
(  DIRECT ESI-MS:    (Orbitrap, Qtof)         ( INTACT MASS            ( DE NOVO SEQUENCING
( OTHER REQUIREMENTS (please discuss):       
( I will collect these samples within one month of receiving their results. 
( I agree to the disposal of these samples one month after receiving their results.
Signature:____________________________________






INITIAL STORAGE:
                      FINAL STORAGE:                           DATABASE ENTRY:


